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DNA Metabarcoding



Insects collected
using many
different traps

Projects: e.g. KB Efficiente monitoring for durable agriculture, OBN litter degradation micro-
arthropods, PPS DZK Herb rich Grasslands, EcoCertified, SISEBIO (Univ. Barcelona)

 Projects on biodiversity, land 
use management, agriculture
etc.



DNA and morphology match very well, 
but DNA finds many more species
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Advantages:
 Faster and cheaper than

morphological identification

 Objective: does not rely on 
taxonomic expertise

 Higher resolution (species level) 
allowing much more detailed
ecological interpretations

 Semi-quantitative results possible

 Species ID for juvenile and subadult
species

Disadvantages:
 No distinction between adults and

juveniles possible

 Dependant on availability reference
sequences

 No absolute quantities, abundance
information lost



KB36 Cluster 5: Data Driven Biodiversity (food forests)
collaboration with Earth Observation and Environmental Informatics group, 
Biodiversiteit en Beleid and FFC Post Harvest Technology



Integrating technologies showcase: AI and
DNA for insect abundance estimations


