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Development of a new tool (4TREE) 
for adapted genome selection 

in European tree species 
Objective of the 4TREE array:

Uses:

Axiom screening array 

Pinus pinea Pinus pinaster

36,784 SNPs

Fraxinus sp.Populus sp.

137,321 SNPs

449,688 SNPs 

137,545 SNPs 138,038 SNPsFinal array 4TREE

12.5K SNPs/species
Commercially available on demand 

in summer 2020 

Evaluation of SNPs 

selection

Genomic resources

SNPs detection

Affymetrix scoring
 “Recommended”:

 “Not recommended”:

 “Neutral”: 

SNPs selection















Priorities: 

Filters: 







Available data *

Unpublished GenTree data (S. Scalabrin)















Priorities: 

Filters:









Available data *

Populus nigra









Populus deltoides





Priorities and filters:













Available data *









Priorities: 

Filters: 













Final selection

Pinus pinea 108 individuals

Pinus pinaster 119 individuals 

Populus sp 118 individuals 

Fraxinus sp 135 individuals 

mailto:Patricia.Faivre-Rampant@inra.fr
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5632297/
https://link.springer.com/article/10.1007%2Fs13595-015-0488-3
https://onlinelibrary.wiley.com/doi/full/10.1111/1755-0998.12513
https://bmcgenomics.biomedcentral.com/articles/10.1186/s12864-018-5239-z
https://bmcgenomics.biomedcentral.com/articles/10.1186/s12864-019-5660-y
https://academic.oup.com/mbe/article-lookup/doi/10.1093/molbev/msw161
http://www.nature.com/articles/srep19335
https://www.nature.com/articles/nature20786
https://www.biorxiv.org/content/10.1101/626234v1
https://www.biorxiv.org/content/10.1101/772913v1

