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Background 
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 2015 – farm animal project – layers (chicken) 

● why not include stx2f screening? 

● and why not include stx2f in general monitoring 

 Set-up method for stx2f (singleplex) 

● 2015 – for farm animal project 

● 2015 – for chicken meat monitoring 

 Integrated multiplex stx screening 

● End of 2015 – general monitoring inclusive stx2f 

Background – The Netherlands 
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 Derzelle - Multiplex PCR for detection of stx1 and stx2 – specific probe for 

stx2f 

 Set-up (optimisation/validation/accreditation): 

● stx2f specific PCR based on primers and probe Derzelle 

● followed by: integrating in multiplex by substituting eae detection for 

stx2f 

 

 

Method 
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 2015 May till October – 1479 screened – 14 positive (all poultry meat) – no 

isolates 

 2015 October till end – 1798 screened – no positive 

 2016  - 5625 screened – 27 positive – 2 isolates 

● 6 live stock (small ruminant), 10 fresh herbs, 1 ready to eat 

vegetable, 5 meat (bovine) 

 2017 – 5329 screened – 21 positive – 2 isolates 

● 3 fresh herbs, 9 ready to eat vegetables, 8 live stock (bovine), 1 

exotic meat 

 2018 – 7212 screened – 9 positive – 2 isolates 

● 1 fresh herb, 5 ready to eat vegetables, 3 meat (bovine) 

 

Screening stx2f 

5 Screening stx2f positive total  0.3% 



Isolates 
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Date of sampling Sample description Serotype stx gene eae presence 
14-10-2016 Sweet basil Oont:H23     

4-11-2016 Live stock (goat) O128:H2     
3-7-2017 Andive O45:H2 stx2f eae 

31-8-2017 Spinach O63:H6 stx2f eae 

16-5-2018 Mint O128:H2 stx2f   

19-9-2018 Andive O179:H8 stx2f   

Total STEC positive samples 0.03% 

 

In 2017 – total STEC ~200  ~ 3.5% of samples 

In 2018 – total STEC ~280  ~ 4 % of samples 



 Van Hoek et al 2019 

Isolates related to: 
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 Low prevalence of stx2f in food in the Netherlands 

● Highest for ready to eat vegetables and herbs 

● No clear link to biggest human isolate clades 

 

 Screenings PCR from stx1-stx2-eae to stx1-stx2-stx2f to stx1-stx2-eae to 

stx1-stx2-???  

Conclusions 
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