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Abstract: (1) Background: The lack of globally standardized allergen labeling legislation necessitates
consumer-focused multiplexed testing devices. These should be easy to operate, fast, sensitive
and robust. (2) Methods: Herein, we describe the development of three different formats for
multiplexed food allergen detection, namely active and passive flow-through assays, and lateral flow
immunoassays with different test line configurations. (3) Results: The fastest assay time was 1 min,
whereas even the slowest assay was within 10 min. With the passive flow approach, the limits of
detection (LOD) of 0.1 and 0.5 ppm for total hazelnut protein (THP) and total peanut protein (TPP)
in spiked buffer were reached, or 1 and 5 ppm of THP and TPP spiked into matrix. In comparison,
the active flow approach reached LODs of 0.05 ppm for both analytes in buffer and 0.5 and 1 ppm of
THP and TPP spiked into matrix. The optimized LFIA configuration reached LODs of 0.1 and 0.5 ppm
of THP and TPP spiked into buffer or 0.5 ppm for both analytes spiked into matrix. The optimized
LFIA was validated by testing in 20 different blank and spiked matrices. Using device-independent
color space for smartphone analysis, two different smartphone models were used for the analysis of
optimized assays.
Keywords: flow-through immunoassay; lateral flow immunoassay; food allergen; multiplex;
smartphone analysis; carbon nanoparticle labeling

1. Introduction
Food allergens are naturally occurring proteins present in a multitude of foods. Individuals
with a food allergy are sensitized towards these proteins, and exposure to them can lead to adverse,
sometimes life-threatening, health effects [1]. The majority of food allergen-related anaphylaxis in
Europe can be attributed to peanut and tree nut allergens [2]. Allergies towards peanuts and tree nuts
commonly co-exist, making the simultaneous detection of these problematic allergens desirable [3,4].
The only way for allergic individuals to avoid an allergic reaction is for them to stick to an
avoidance diet. Such diets are largely reliant upon proper allergen labeling of food products. However,
currently in the European Union (EU), only ingredients which have been intentionally incorporated
into a food require labeling [5,6]. This means that allergens that are unintentionally present in food,
such as via cross contamination, do not need to be declared, with all associated risks for allergic
consumers. As a result, many food manufacturers use voluntary precautionary allergen labeling (PAL)
(e.g., ‘may contain’ statements) in order to safeguard consumers [7].
In theory, PAL statements protect the consumer from potential allergic reactions; in reality the
over-use of unregulated PAL has resulted in consumers choosing to ignore these warning statements [8].
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Therefore, it is imperative to engage the public with their own food allergen analysis by developing
consumer-friendly detection methods [9,10]. The cornerstones to consumer-friendly allergen detection
are speed, sensitivity, ease-of-use, affordability, portability, multiplexing capability and a simple
read-out system. Although some specifically consumer-oriented allergen sensors are available,
such as the portable gluten and peanut sensors from NIMA, more often these biosensors are still
proof-of-concept assays rather than commercial tests designed for consumers [11–14], and generally they
lack multiplexing and proper validation as screening methods. A shared characteristic of novel allergen
detection is the increasing trend to utilize a smartphone as an interface and readout system [9,14–17].
Using a smartphone readout improves the overall ease of result interpretation by introducing an
interface that the consumer is already familiar with, alongside providing a means to wirelessly transmit
results to relevant stakeholders, such as food manufacturers and restaurant personnel [18]. The Lateral
Flow Immunoassay (LFIA) is widely considered the gold standard for easy-to-use, low-cost, sensitive
and quick screening for food safety issues. Despite their widespread application, allergen LFIAs are
often based on the analysis of a single analyte, owing to the difficulties associated with multiplexing
an LFIA, including the need for careful design of test line configuration to prevent upstream detection
areas from affecting downstream detection areas [19,20]. Most multiplex LFIAs for food safety focus
upon the detection of low-molecular weight compounds, such as antibiotics and mycotoxins [21,22].
However, this past year has seen an increase in the development of multiplex food allergen detection
LFIAs, with the development of an assay for the detection of hazelnut, ovalbumin and casein in
bakery products within 10 min [23]. A further example is the multiplex, low-ppm detection of both
β-lactoglobulin and β-casein, two major allergenic milk proteins, within 10 min [24].
A major drawback typically associated with LFIAs is the assay duration, which usually is
10–20 min, and is affected by mass transport limitations (MTL) and binding kinetics [25]. MTLs are
caused by the fact that the target analytes need to be carried across a porous membrane, such as
nitrocellulose (NC) by passive, capillary flow, and thus affect the detection speed of the assay [26].
The NC capillary flow rate is measured in the time in seconds it takes the sample front to travel
4 cm. Selection of NC based on this capillary flow rate is a compromise between assay sensitivity
and assay speed with mid-speed membranes (120–150 s/4 cm) offering advantages in both areas [27].
When detection speed is not a constraint, a membrane with a slower flow rate and smaller pore size
increases the available binding time between the labeled antibody–analyte and the test line antibody
which can result in increased assay sensitivity [27–29]. In order to speed up LFIAs, in combination
with NC with a good flow rate, antibodies with fast association rates towards their target should be
used. Antibodies can be selected for their binding kinetics by in depth surface plasmon resonance
(SPR)-based antibody screening and characterization. In this way a carbon nanoparticle-based hazelnut
allergen LFIA has been developed, with a 30 s assay time, which as far as we know is a world record
for allergen assay speed [30].
In order to overcome restrictions typically associated with LFIAs, a flow-through immunoassay
format can be used instead [31,32]. Flow-through immunoassays are reported to offer the benefits
of increased assay speeds, better sensitivities—owing to the use of larger sample volumes, excellent
multiplexing capabilities and the absence of the ‘hook-effect’ [27,33,34]. The hook-effect is a phenomenon
that is commonly encountered in one-step, sandwich format LFIAs. It occurs where the free analyte
and the analyte which is bound to a labeled antibody compete for the limited number of binding
sites available on immobilized capture antibodies, leading to a reduction in colorimetric signal and
sometimes false negative results [24,35,36]. Therefore, if the correct assay working range is not
determined, it could lead to consumers erroneously believing a food with a high allergen content
is safe.
Flow-through assays can be prepared in different ways. Passive flow-through assays consist of
LFIA materials, but in a stacked arrangement, with the membrane biofunctionalized with capture
antibodies on top, and the conjugate and absorbent pads layered underneath or as flow-through
enzyme-linked immunosorbent assays (ELISAs) [37–39]. An alternative flow-through approach is
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to insert a biofunctionalized membrane into a syringe filter holder, applying manual or mechanical
pressure to the syringe to actively control the vertical flow of the reagents and the sample [40,41].
Although flow-through formats generally allow greater freedom in geometric assay design, they are
prone to inter/intra-user variability [42].
The lack of agreed regulatory allergen thresholds has stalled the development of certified reference
materials, preventing true comparisons to be made between various detection methods by different
kit manufacturers and researchers [43]. Therefore, in this study, we use the same bioreagents to
compare different geometrically designed, paper-based, flow-through and lateral flow immunoassay
configurations for the simultaneous detection of hazelnut and peanut allergens with a smartphone
readout system.
2. Materials and Methods
2.1. Reagents and Consumables
Washing buffer (WB) was composed of 5 mM borate buffer (BB) (pH 8.8) diluted from a mixture
of 100 mM sodium tetraborate (VWR, Leuven, Belgium) and 100 mM boric acid (Merck, Darmstadt,
Germany) and bovine serum albumin (BSA; Sigma-Aldrich, Zwijndrecht, the Netherlands) was added
to a final concentration of 1% (w/v). Storage buffer (SB) consisted of 100 mM BB containing BSA to
a final concentration of 1% (w/v). Running buffer (RB) was prepared by adding 1% BSA (w/v) and
0.05% Tween-20 (v/v) (Merck, Darmstadt, Germany) to 100 mM BB. Phosphate buffered saline (PBS;
0.01 M; pH 7.4) was purchased from Sigma-Aldrich (Sigma-Aldrich, Zwijndrecht, the Netherlands).
All solutions were prepared with water from a MilliQ-system (MQ) (>18.2 MΩ/cm) purchased from
Millipore (Burlington, MA, USA). ‘Spezial Schwartz 4’ carbon nanoparticles were purchased from
Degussa AG (Frankfurt, Germany). Goat anti-mouse IgG in PBS (pH 7.6) (1.2 mg/mL; AffiniPure
F(ab’)2 Fragment GAM IgG Fcγ) used for spraying control lines/spots was purchased from Jackson
Immunoresearch Laboratories Inc. (Sanbio, Uden, the Netherlands). The hazelnut (50-6B12) and peanut
(51-2A12 and 51-12D2) antibodies were developed by Wageningen Food Safety Research (WFSR),
Wageningen University and Research (Wageningen, the Netherlands) according to the procedure
described by Bremer et al. [44]. All antibodies were buffer exchanged from PBS (pH 7.4) into 5 mM BB
(pH 8.8) using Zeba™ Spin Trap columns (Thermo Scientific; Landsmeer, the Netherlands) prior to use.
Passive flow-through assays were developed from a Miriad Rapid Vertical Flow toolkit (MedMira,
Halifax, NS, Canada). All active flow-through assays were developed on unbacked Whatman 0.45 µm
nylon (GE Healthcare, Eindhoven, the Netherlands) 0.45 µm NC or 0.2 µm NC membranes and
inserted into 13 mm Swinny syringe filter holders (Merck, Darmstadt, Germany). The assembled filter
holder was attached to a 10 mL syringe (Becton-Dickinson, Utrecht, the Netherlands). Lateral flow
immunoassays (LFIAs) were developed on 140 CN nitrocellulose membranes (Unisart, Sartorius,
Gottinghem, Germany) secured on a plastic backing (G and L, San Jose, CA, USA) overlaid with an
absorbent pad (Whatman, GE Healthcare, Eindhoven, the Netherlands). All LFIAs were heat-sealed in
foil packets with silica beads and stored at room temperature until use.
2.2. Allergen Extraction
Currently, a drawback in allergen detection is that no certified, standardized reference materials
are commercially available, and antigen standards and blank matrices need to be prepared
in-house [45]. The influence of food processing on the protein conformation of allergens can affect their
detectability [46], but this was not explicitly investigated in this study, as the focus was comparing the
performance of the same antibodies applied in different immunoassay formats.
Extracts were made from hazelnuts, peanuts, blank flour, peanut-spiked flour (8 ppm) and 20 truly
different biscuits (i.e., 20 different brands and varieties; see Supplementary Information, Table S1) free
from peanuts/tree-nuts, which were supplied by project partners or purchased from local supermarkets.
Raw hazelnuts and unsalted peanuts were frozen whole at −80 ◦ C for 1 h. The frozen foods were
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homogenized using a commercial hand blender (Braun Turbo 600 W Food Processor, Braun, Oss,
the Netherlands). A total protein extract was made by adding 10 mL PBS (pH 7.4) per gram of ground
sample and incubating at room temperature for 1 h. Following incubation, extracts were centrifuged at
3220× g for 20 min. The extracts were then filtered through a series of low protein-binding syringe filters
(5 µm > 1.2 µm > 0.45 µm), and the filtrate was aliquoted and stored at −20 ◦ C until use. To ensure
sample stability, fresh aliquots were defrosted daily for experiments, and protein concentrations
were determined using the NanoDrop ND 3300 (Isogen Life Sciences, De Meern, the Netherlands)
prior to use. Blank biscuits were homogenized by agitating 0.5 g in a 50 mL tube with ball bearings
to a fine powder. Next, 5 mL of 100 mM borate buffer was added to the tubes and agitated for
1 min with the powdered biscuit or flour. The suspension was left at room temperature for 25 min.
Afterwards, extracts were filtered through a series of low protein-binding syringe filters (5 µm > 1.2 µm
> 0.45 µm), aliquoted and stored at −20 ◦ C until use. All experiments, except for matrix experiments,
were performed using total hazelnut protein (THP) and total peanut protein (TPP) spiked into running
buffer. For matrix experiments, 1 µL of 1000 ppm THP and TPP extract was spiked into 999 µL (v/v) of
the 20 different blank biscuit extracts.
2.3. Carbon Black Nanoparticle Conjugation
A 1% suspension of carbon nanoparticles (CNPs) was prepared by adding 1 mL of MQ Water to
10 mg carbon and sonicating for 10 min. The resulting 1% carbon suspension was diluted five times
in 5 mM BB (pH 8.8) to obtain a 0.2% suspension, which was then sonicated for 5 min. Next, 350 µL
purified hazelnut or peanut antibody solution (1 mg/mL in 5 mM BB) was added to 1 mL (to make
a total volume of 1.35 mL) of 0.2% carbon suspension and stirred overnight at 4 ◦ C. The suspension
was split into approximately two equal aliquots (670 µL), and 500 µL of WB was added to each before
centrifuging them for 15 min at 13,636× g at 4 ◦ C. Following this, the supernatants were removed,
and the pellets re-suspended in WB. This process was repeated three times. After the final wash,
the supernatants were discarded, and the pellets were pooled together with 1 mL storage buffer and
stored at 4 ◦ C until use.
2.4. Multiplex Passive Flow-through
The plastic cartridge, biofunctionalized membrane and absorbent pad (absorption volume of
200 µL) from a Miriad Rapid Vertical Flow technology toolkit was used to create the passive flow-through
assays. A schematic representation of the passive flow-through assay is shown in Figure 1A.
The membranes were biofunctionalized by manually depositing 0.5 µL of the peanut, hazelnut
and control antibody solutions (1 mg/mL) in three distinct regions using a pipette. The tip of the pipette
was touched very lightly against the membrane to dispense a consistent antibody spot. The membranes
were dried for 45 min. Once dried, three drops of RB were added via a dropper bottle and allowed
to saturate the membrane. Immediately after, 50 µL of the mixed allergen extract (diluted in RB;
1000 ppm, 100 ppm, 10 ppm, 1 ppm, 0.1 or 0 ppm) was pipetted dropwise onto the membrane and
allowed to absorb fully. Next, a 10 µL suspension of 10 × diluted carbon labeled-monoclonal antibodies
(CNP-mAbs) was pipetted onto the membrane and allowed to absorb fully. Finally, three drops of RB
were applied to wash the membranes. The assays were read immediately with the naked eye and an
image was acquired with a smartphone camera. LOD values for visual inspection were established at
the lowest concentration that reproducibly yielded a signal that could be observed and distinguished
from the background by the naked eye.
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Figure 1. Schematic representation (not to scale) of the three flow assay formats developed.
Arrows depict the flow direction and C is the control antibody (goat anti-mouse), H is the anti-hazelnut
antibody and P is the anti-peanut antibody. Total hazelnut protein (THP) is indicated by the hazelnut
Figure 1.
Schematic
representation
(notisto
scale) ofby
the
three
flowgraphic.
assay formats
Arrows
graphic
and
total peanut
protein (TPP)
indicated
the
peanut
(A) Thedeveloped.
passive flow
assay
depict
the
flow
direction
and
C
is
the
control
antibody
(goat
anti-mouse),
H
is
the
anti-hazelnut
in top-view and side-view. (B) The active format flow-through assay, where the syringe filter holder is
antibody and
is the
anti-peanut
antibody.
Totalto
hazelnut
protein
(THP) is indicated
by the
hazelnut
enlarged,
and Pthe
membrane
is further
enlarged
show the
biofunctionalized
area. (C)
Both
lateral
graphic
and
total
peanut
protein
(TPP)
is
indicated
by
the
peanut
graphic.
(A)
The
passive
flow
flow immunoassay geometries as defined by the order in which sample will encounter the testassay
and
in
top-view
and
side-view.
(B)
The
active
format
flow-through
assay,
where
the
syringe
filter
holder
control lines: Peanut, hazelnut, control (PHC) and hazelnut, peanut, control (HPC).
is enlarged, and the membrane is further enlarged to show the biofunctionalized area. (C) Both lateral
flow immunoassay geometries as defined by the order in which sample will encounter the test and
control lines: peanut, hazelnut, control (PHC) and hazelnut, peanut, control (HPC).

Biosensors 2019, 9, 143

6 of 21

2.5. Multiplex Active Flow-through
A schematic representation of the active flow-through assay is shown in Figure 1B. First, the most
appropriate assays parameters were established including membrane type, pore size, antibody
concentration for dispensing and assay conditions.
2.5.1. Simplified Multiplex Flow-through
Allergen-specific antibody solutions (0.5 µL of 1 mg/mL mAb solution) and control antibody
solution were manually dispensed by lightly touching the tip of the pipette to the membrane onto
0.2 or 0.45 µm pore size unbacked NC or 0.45 µm unbacked nylon membranes. The membranes were
dried for 45 min and then the membranes were placed in 13 mm syringe filter holders and attached to
the 10 mL syringe. The assays were performed by manually and sequentially injecting 500 µL sample
(concentration series 100–0.1 ppm total protein extract diluted in RB), 1 µL of each CNP-mAb and
another 300 µL of RB as a washing step. In this context, sequentially refers to the sequential loading of
the syringe with sample with the CNP-mAbs on top of the sample; these were then pushed through
by moving the plunger downwards in a single movement, followed by a final washing step with RB.
The membranes were then removed from the filter holder, dried for 5 min, read with the naked eye
and an image was acquired with a smartphone camera.
2.5.2. Multiplex Flow-through Iterative Optimization
To establish the optimum active flow-through conditions, a number of alternative assay steps
were explored. The experiments aimed to reduce background staining, to improve the signal-to-noise
ratio and to improve the assay sensitivity.
2.5.3. Volume Optimization
Different sample and reagent volumes were tested to determine the optimum conditions for
flow-through operation. Flow-through assays require larger sample volumes compared with LFIA due
to reduced contact time between analyte and capture antibodies [42].
When using sample volumes of less than 500 µL, it was necessary to first ‘pre-wet’ the membrane
with running buffer to ensure that the entire surface would be wetted. Initially, membranes were tested
using 500 µL RB, followed by a 300 or 500 µL sample and 0.5 µL of each of the CNP-mAbs solutions
followed by 500 µL RB as a washing step. In subsequent experiments, the volume of the CNP-mAb
solution was increased to 1 µL for each CNP-mAb to maximize the signal intensity. Finally, experiments
were performed using 1 mL of sample, with 1 µL of each CNP-mAb solution dispensed on top of the
sample, followed by 500 µL RB.
2.5.4. Pre-Mix Method
The assays were tested by pre-mixing the running buffer and CNP-labeled secondary mAbs
with sample and injecting the mixture simultaneously. In this approach, 1 mL of sample, 1 mL of
RB and 1 µL of each CNP-mAb were injected across the membrane, effectively causing an additional
50% dilution to the sample, when compared to the sequential method described above. The holder
was then dismantled, and the membrane dried for 5 min before visual inspection.
2.5.5. Filter Approach
To improve the uniform wetting of the membrane and reduce the background staining caused by
the CNPs, a filter approach was tested. In this method, a 0.45 µm NC filter was placed on top of the
functionalized membrane before carrying out the assay sequentially. Following the final wash step,
the device was dissembled, the 0.45 µm filter carefully removed and disposed of and the membrane
dried for 5 min before visual inspection.
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2.5.6. Aspiration Approach
To ensure sufficient wetting of the membrane, and to increase the contact time of the sample and
the capture antibodies, an iterative aspiration approach was applied. In this way, when sequentially
injecting the sample and CNP-mAbs, the plunger of the syringe was pumped up and down, 1, 5 or
10 times. With the increasing number of aspirations, the flux of the analyte past the membrane, and thus
past the immobilized antibodies, was increased. After the final aspiration, the RB was flowed through
as a washing step, the device was disassembled, and the membrane dried for 5 min before visual
inspection and photographing with a smartphone camera.
2.5.7. Multiplex Array Layout
The flow-through array was spotted using the XYZ 3060 BioDot Dispense Platform (Irving, CA,
USA). The array was composed of 14 (2 × 7 array) control spots (0.25 mg/mL) and with each analyte
having 12 (2 × 6 array) spots (0.25 mg/mL), with a drop size of 100 nL and an offset of 1 mm between
each dot (see Figure 1B). The membranes were left to dry overnight prior to testing.
2.5.8. Optimized Active Flow-through Operation Protocol
A 0.45 µm NC filter, acting as a vertical flow diffuser, was placed on top of the biofunctionalized
membrane. The filter and membrane were then placed, biofunctionalized side up, into the syringe
filter holder. A polytetrafluorothylene (PTFE) gasket was placed on top of the membrane to seal the
fluid pathway, giving the assay an actual flow path of 10 mm. The syringe holder was then attached
to a 10 mL Luer-Lock™ syringe. The assay was performed sequentially as described in Section 2.5.1.
First, 1 mL of sample topped with 1 µL of each CNP-mAb solution was aspirated 10 times across
the membrane (only THP or only TPP or mixture of both diluted in RB at 100, 10, 1, 0.1 and 0 ppm).
Following this, 500 µL RB, as a washing buffer, was flowed through the membrane. Finally, the syringe
filter holder was disassembled, and the membrane removed and placed on an absorbent pad for drying.
To determine whether the immobilized test antibodies suffered from non-specific binding towards the
other target, the assays were tested using just THP or just TPP extract spiked into RB.
Blank buffer measurements were performed 10 times to test for false positives. The membranes
were visually inspected and photographed with a smartphone camera after 5 min. LOD values for
visual inspection were established at the lowest concentration that reproducibly yielded a signal that
could be observed and distinguished from the background by the naked eye.
2.6. Multiplex Lateral Flow Immunoassay
Lateral flow immunoassays were manufactured using NC (flow rate of 140 s/4 cm) cut to
approximately 4 cm length. The NC membrane was secured on a plastic backing, with 4.5 cm of
absorbent pad overlapping one end of the NC. Two different test line configurations (as depicted
in Figure 1C) were designed and produced using the XYZ BioDot dispensing platform. The first
configuration had the control line (0.25 mg/mL) dispensed at 10 mm from the absorbent pad, the hazelnut
line (0.25 mg/mL) at 5 mm from the control line and the peanut line at 5 mm from the hazelnut line,
with 10 mm of blank membrane at the bottom of the strip, hereafter referred to as PHC. The second
arrangement had the control line at 10 mm from the absorbent pad, the peanut line at 5 mm from the
control line and the hazelnut line at 7 mm from the peanut line with 8 mm of blank membrane at the
bottom of the strip, hereafter referred to as HPC.
Multiplex LFIA Operation Protocol
Firstly, the multiplex LFIAs were tested for non-specific binding by testing 10 × each of the LFIAs
in blank running buffer (RB). The LFIAs were inserted into individual microwells of a 96-well plate
containing 1 µL of each of the CNP-mAbs and 100 µL of RB (blank). The strips were left to run for
5 min. Next, the LFIAs were tested for specificity by testing in either just THP or TPP extract spiked
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into RB. LFIAs were placed into the individual microwells of a 96-well plate containing either just
THP or TPP (1 µL) spiked into RB, in decreasing concentration with RB (99 µL) and 1 µL of each
carbon-labeled mAb. The strips were left to run for 5 min before photographing with a smartphone
camera. Finally, the assays were tested using the same conditions in decreasing concentrations (100,
10, 1, 0.5, 0.1 ppm) of both THP and TPP spiked in RB (in triplicate). Calibration series were tested
with both formats of the LFIA using (i) 1 µL of sample (diluted in RB) and 99 µL of RB (hereafter,
1:99, sample: RB), (ii) 25 µL of sample (diluted in RB) and 75 µL of RB (hereafter, 25:75, sample: RB),
and (iii) 75 µL sample (diluted in RB) and 25 µL of RB (hereafter, 75:25, sample: RB). The 75:25 sample:
RB experiments were specifically designed to trigger the hook-effect to determine when the sample
volume becomes the limiting factor.
The membranes were visually inspected and photographed with a smartphone camera after
running for 5 min. LOD values for visual inspection were established at the lowest concentration that
reproducibly yielded a signal that could be observed and distinguished from the background by the
naked eye.
2.7. Smartphone Readout and Data Analysis
Smartphone photographs were acquired using Open Camera (version 4.0.3) and analyzed using a
Huawei P20 smartphone (Huawei Technologies, Shenzen, China) according to the method developed
by Ross et al. [27] using two freely downloadable apps from the Google Play Store. The red, green,
blue (RGB) values were obtained for test regions of assays using the RGB Color Detector (version
1.0.58). Using the crosshair function in the app, test dots on the flow-through membrane or three
distinct regions on the test line of the LFIA were selected and the color values were averaged and
recorded. Background measurements were also made above and below the test areas to determine
an overall background level for subtraction from results. Alternatively, results were normalized by
dividing the value of each test region by the corresponding control region, as has been performed in
literature [35,47,48]. Using ‘Nix Pro Color’ (version 1.31), the RGB values were converted to luminosity,
A, B (LAB) values; a device-independent color space that more accurately represents how humans
interpret color intensity.
Additionally, to show the device-independent nature of LAB measurements, the optimized
assays were also analyzed using a Google Pixel 2 XL smartphone (Google, Mountain View, CA, USA).
The obtained values were used to plot calibration curves for L (luminosity) of the LAB values as a
function of allergen concentrations spiked into RB, using Microsoft Excel. LOD values were obtained
from these calibration curves by visual evaluation.
2.8. Matrix Experiments and Validation
To validate the assays, they were also tested in spiked food matrices. All assays were tested
in a decreasing concentration of THP and TPP, spiked directly into a blank biscuit matrix extract to
determine the matrix effects. Additionally, the optimized LFIA (PHC) was more extensively validated
by testing in 20 truly different blank matrix extracts. In this way, LFIAs were placed in individual
microwells containing 25 µL blank matrix extract (n = 20) and 75 µL RB and left to run for 10 min to
determine whether any false positives occurred. Additionally, 1 ppm of THP and TPP was spiked into
the 20 different blank matrix extracts (1 µL of 1000 ppm THP and TPP sample into 999 µL (v/v) blank
matrix extract) and the LFIAs were tested using both 25 µL spiked matrix plus 75 µL RB and 1 µL
spiked matrix extract plus 99 µL RB. Assays were left to develop for 10 min. Finally, the optimized
LFIAs were also tested in blank flour matrix extract and spiked peanut flour matrix extract in both
25:75 and 1:99 dilutions in RB.
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3. Results and Discussion
3.1. Multiplex Passive Flow-through Assay
An overview of conditions, quantitative and qualitative results for spiked buffer experiments for
the passive flow-through assay, can be found in Table 1. The visual limit of detection (LOD) for the
passive flow-through was established by testing in decreasing concentrations of THP and TPP extracts
spiked in RB. The visual LODs were determined as 0.1 ppm and 1 ppm and smartphone LODs 1 and
10 ppm for hazelnut and peanut, respectively (n = 3), whereas no visible spot was obtained for blanks
(see Table 1 and Supplementary Information, Figure S1A). Following the addition of the CNP-mAbs
to the passive flow-through assay, the positive spots appeared within 5 s, a detection speed which
is unparalleled by LFIA. Even when using the high-speed LFIA described in [30] the appearance of
the positive result took 30 s, due to MTL limitations of the solution that needs to wick through the
membrane before reaching test lines. Three drops of RB were added to the flow-through assay to wash
the unbound CNPs from the membrane. Using dropper bottles with pre-defined drop volumes for the
delivery of RB makes the assay easy to perform and means that pipettes are unnecessary. A further
benefit is that the result can be directly read through the window of the cassette by the naked eye without
having to disassemble the device. However, when recording a smartphone image of the membranes,
these do need to be removed from the plastic cassette to avoid shadowing. Despite the washing step,
the membranes had variable background staining, which made it impossible to obtain calibration
curves from the images acquired with a smartphone. The reason for the appearance of background
staining probably lies with the polydispersity of the CNP, which can form aggregates of several
hundred nm, which are too large to be flowed through the pores. A drawback of this specific passive
flow assay format is the lack of freedom in geometric assay design as bio-reagents required manual
spotting by pipette. However, such a limitation could be easily overcome by biofunctionalization of
the membranes before having them cut to the factory-made circular size.
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Table 1. Comparison of optimized Flow-through and Lateral Flow parameters (RB *).
Parameter

Passive Flow-through

Active Flow-through

Visual/Smartphone LOD (ppm);
Hazelnut (h)
Peanut (p)

h: 0.1/1
p: 1/10

Working Range (ppm)

1000–0.1

Assay Duration (total assay time, incl. drying)

5 min

Time until result appearance

5s

5s

Sample extracted volume (µL)

50

h: 0.05/0.5
p: 0.05/0.5

PHC **

HPC **

h: 0.1/0.5
p: 0.5/0.5

h: 1/5
p: 5/10

1000–0.05

100–0.1

10,000–0.1

10 min

5 min

5 min

30 s–1 min

1 min

1000

25

1

Flexibility of multiplexing

Low—requires manual
dispensing bioreagents

High—Printing nL/µL size dots
or multi-line

Medium—test line
configuration and positioning of
antibodies has an influence.

Medium—test line
configuration and positioning of
antibodies has an influence.

Non-Expert Ease of Use

Easy

Challenging

Easy

Easy

False positives in blank RB
(n = number of tested samples within assay
working range)

Y
(n = 3)

Y
(n = 10)

N
(n = 10)

N
(n = 10)

False negatives in spiked RB
(n = number of tested samples within assay
working range)

N
(n = 3)

N
(n = 21)

N
(n = 24)

N
(n = 18)

Equipment used

Assay cassettes, dropper bottle,
pipette

10 mL syringe, syringe filter
holder, assay membrane,
additional filter, pipette, waste
beaker

LFIA, pipettes, microwell plate

LFIA, pipettes, microwell plate

Waste

High plastic consumption
(cassettes)

High plastic consumption
(syringes) + need for disposal of
high volumes liquid waste

Nitrocellulose strips and well
plate + disposal of small
volume liquid waste

Nitrocellulose strips and well
plate + disposal of small
volume liquid waste

* All measurements were made using total hazelnut protein and total peanut protein (THP and TPP) spiked into running buffer (RB). ** Where the peanut, hazelnut, control geometry is
defined by PHC and the hazelnut, peanut, control geometry is defined by HPC.
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3.2. Multiplex Active Flow-through
An overview of conditions, quantitative and qualitative results for spiked buffer experiments
for the active flow-through assay can be found in Table 1. The assays using the 0.45 µm pore size
nylon and NC membranes were ineffective, and no spots (including control spots) appeared on these
membranes. This can be attributed to 0.45 µm being too large a pore size and the majority of the analyte
and labeled antibodies passing through the membrane, which is confirmed by the dark coloration of
the waste liquid when using this assay membrane. Therefore, the 0.2 µm pore size NC membrane was
determined to be the most suitable for this application.
During the optimization steps, active flow-through assays were tested using 0.5 µL of each
CNP-mAb solution, but this only yielded faint detection spots. In subsequent experiments the volume
of the CNP-mAb solution was increased to 1 µL of each CNP-mAb which improved the readability.
Additionally, volumes of 500 µL and 1 mL of sample were tested, with the sensitivity improving with
the increased sample volume, without the appearance of a hook-effect, even at high concentrations.
Although in this manually spotted initial format, LODs of 0.5 and 0.1 ppm could be reached for peanut
and hazelnut (see Supplementary Information, Figure S1B), respectively, false positives were also
detected when testing the assays in a blank sample (1 in 5 false positives). Using a pre-mix approach
did improve the overall user-friendliness of the assay, as the operator only needed to pass the liquid
containing the sample, CNP-labeled mAbs and RB through once without the necessity of removing and
reinserting the plunger, but this method consistently resulted in false positives in the blank samples.
Contrastingly, using the sequential method increased the difficulty of the assay, but prevented false
positives owing to the washing step at the end. The addition of a 0.45 µm NC filter on top of the
biofunctionalized membrane increased the (smartphone) readability of the assay. Besides filtering the
larger sized CNPs, reducing the level of background staining, the filter also acted as a flow diffuser.
In this way, uniform wettability of the membrane was achieved, resulting in better reproducibility
compared to when it was performed without the filter. Although the filter improved the readability
of the membranes, it also further complicated the user-friendliness of the method, as it needed to be
carefully removed from the biofunctionalized membrane before the results could be read.
The sensitivity of the assay was improved by increasing the number of sample aspirations across
the membrane (see Supplementary Information, Figure S2). Flow-through assays are subject to
unidirectional flow and require capture antibodies with rapid association rates in order to achieve
binding or require extended sample/reagent incubation times [48]. By increasing the number of sample
aspirations, the flux of the CNP-mAb-analyte complex past the immobilized antibodies, and the
potential of binding, is increased. Of all the tested parameters the most appropriate assay conditions
were determined to be a 0.45 µm filter on top a 0.22 µm NC membrane biofunctionalized with
0.25 mg/mL control and test spots and aspirating 1 mL of sample with 1 µL of CNP-mAb solution
10 times back and forth through the membrane. Subsequently, 500 µL of RB was injected as a washing
step. Although these conditions allowed for the assay to reach very low LODs, they also meant that
this method generated a high volume of chemical waste (1.5 mL), which needs to be safely disposed of.
When testing active flow-through membranes in decreasing concentrations of THP and TPP
spiked into RB, visual LODs of 0.05 ppm (n = 3) could be reached for both targets, an LOD which
is so far un-met by commercially available allergen assays [8]. This LOD is less obvious from the
smartphone image (LODs of 0.5 ppm for both THP and TTP) compared with reading by naked eye
(see Figure 2). Therefore, eye symbols are inserted in Figure 2 to designate the lowest concentration
that could still be read visually. Despite the active flow-through approach reaching lower LODs than
the passive flow-through assay, the assay was more complicated to perform and used a far greater
sample volume.
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Figure 2. Active flow-through assay calibration range. Assays were tested in decreasing concentrations
Figure 2. Active flow-through assay calibration range. Assays were tested in decreasing
(100–0.05 ppm) of Total Hazelnut Protein (THP), Total Peanut Protein (TPP) spiked into Running Buffer
concentrations (100–0.05 ppm) of Total Hazelnut Protein (THP), Total Peanut Protein (TPP) spiked
(RB) and in blank RB. The control region is indicated by C and outlined in red, the hazelnut region by
into Running Buffer (RB) and in blank RB. The control region is indicated by C and outlined in red,
H and outlined in dark blue and the peanut region by P and outlined in light blue. There is an evident
the hazelnut region by H and outlined in dark blue and the peanut region by P and outlined in light
decrease in test dot intensity as the concentration of total protein in the sample decreases. The eye
blue. There is an evident decrease in test dot intensity as the concentration of total protein in the
icon is used to indicate test regions that are visible to the naked eye but more difficult to read in the
sample decreases. The eye icon is used to indicate test regions that are visible to the naked eye but
smartphone image. The visual limit of detection is established at 0.05 ppm for both analytes.
more difficult to read in the smartphone image. The visual limit of detection is established at 0.05 ppm
for both analytes.
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to be the optimum test line configuration with the best working conditions being 25:75 in the
working range of 100–0.1 ppm. Therefore, PHC was used for further smartphone quantification and
validation experiments.
3.4. Smartphone Readout and Analysis
Smartphones are ever-increasing in popularity for analyzing colorimetric assays. Most often,
smartphone analysis is based on specific apps which relate a particular color intensity to a certain
concentration of analyte. In the absence of a specific app, it has been shown by Ross et al. [30] that it is
possible to use freely downloadable apps from the Google Play Store to analyze endpoint, smartphone
image color intensity values. By converting RGB values to LAB values, luminosity or intensity can
be plotted as a function of concentration in a calibration curve. In sandwich immunoassay formats
with CNP labels, a higher L value corresponds to a lower analyte concentration. As LAB color space is
device-independent, the same results can be potentially achieved using different smartphone models.
For analysis of PHC and HPC (in triplicate) the normalization of the (L)LAB values was carried out
by dividing the L values of the test lines by the L values of the control lines. The method of dividing
the test line response by the control line response (T/C ratio) is a technique commonly used for the
quantification of sandwich LFIAs [35,47–49]. The results for PHC can be found in Figure 4, and the
HPC smartphone calibration curve can be found in Figure S4 in Supplementary Information.
Two smartphone models were used for the device independent LAB analysis of PHC assays (in
RB in triplicate), as can be seen in Figure 4 where A, C and E show the curves for THP in 1:99, 25:75
and 75:25 (sample: RB) and B, D and F show the curves for TPP in 1:99, 25:75 and 75:25 (sample: RB).
A higher normalized L value was obtained for hazelnut at 25–100 ppm using the 25:75 conditions,
as can be seen in Figure 4C. Comparatively, peanut did not appear to be subject to the hook-effect
under 25:75. Using 75:25 conditions (see Figure 4E), concentrations of 50 and 100 ppm resulted in a
higher normalized L value for hazelnut (i.e., weaker signal). Furthermore, under these conditions
the hazelnut T/C ratio for 10 ppm and 25 ppm gave the same normalized L value, highlighting that
the hook-effect was still evident, even at these lower concentrations. Comparatively, peanut in 75:25
(see Figure 4F) gave higher normalized L values at concentrations of 25–100 ppm, again indicating
with increasing sample volume and concentration the likelihood of the hook-effect being increased.
The only crucial variation between the two smartphone measurements using the different models was
obtained for the peanut line using 75:25 at 0.1 ppm (see Figure 4F). However, this is the smartphone
LOD, and detection spots were already more difficult to read. As well as this, the current method relies
on manually selecting regions of interest on the control and test lines, rather than being able to read the
values across the whole line. Therefore, please note that the results also include any errors due to not
selecting the exact same regions, and this can also cause variations in the obtained color values.
Additionally, to compare different smartphone quantification methods, all smartphone readable
assays were also analyzed by making a background subtraction as can be seen in Supplementary
Information (see Figures S5 and S6). However, when analyzing the LFIAs in this way the differences in
background readings, due to discrepancies in lighting conditions caused by recording an image of
the entire calibration range simultaneously under ambient lighting conditions, meant that a simple
background subtraction was insufficient. However, for active flow-through assays the background
subtraction was found to be the most effective analysis method (see Supplementary Information,
Figure S6A), whereas the T/C method resulted in larger standard deviations (see Supplementary
Information, Figure S6B). This could be attributed to the membranes being photographed independently,
so the small membranes were subject to the same ambient lighting conditions and did not have such
variable background readings. By using two data processing methods it is evident that the selected
data processing method plays a crucial role for the quality of the semi-quantitative information that
can be obtained from raw results.
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3.5. Matrix Experiments and Validation
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LODs of 5 and 1 ppm for peanut and hazelnut. These LODs are higher than previously observed in
LODs of 5 and 1 ppm for peanut and hazelnut. These LODs are higher than previously observed in
spiked buffer experiments, showing that the matrix extract did have some influence on the detection
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spiked buffer experiments, showing that the matrix extract did have some influence on the detection of
the analytes. When testing in this way, the passive flow membranes had greater background staining
compared with in spiked buffer experiments. This can be attributed to the overall reduction of reagents,
BSA and tween-20 in the assay buffer, as the sample was spiked into a matrix extract rather than into
the RB.
In comparison, the active flow-through membranes did not suffer with increased background
staining due to the use of the additional filter on top of the membrane and subsequent washing step.
The active-flow assay reached visual LODs of 0.5 and 1 ppm for THP and TPP in spiked matrix extract,
however the intensity of the detection spots was fainter compared with spiked buffer samples because
of the reduction of buffer reagents responsible for good flow.
Therefore, whilst visual readout was possible, the construction of calibration curves based on
smartphone images could not be achieved.
PHC was tested in both 25:75 and 1:99 of spiked matrix in RB to determine the visual LOD in
matrix extract, as can be seen in Supplementary Information Figure S7. When using 25 µL sample
(THP and TPP spiked into matrix extract) and 75 µL RB a LOD of 0.5 ppm could be reached for both
analytes (see Supplementary Information, Figure S7A). At higher concentrations (100 ppm +) there
was decreased intensity for the hazelnut line. This can be attributed to the hook-effect. For the spiked
matrix extract experiments, the PHC assays were run for 10 min, due to the reduction of reagents
BSA and tween-20 from spiking sample into matrix extract rather than RB, affecting the flow of the
sample. Additionally, PHC was tested in 1 µL of spiked matrix extract:99 µL of RB (see Supplementary
Information, Figure S7B). Visual LODs of 10 and 5 ppm were reached for peanut and hazelnut,
respectively. The PHC assay was fully validated using 25:75 conditions by evaluating 20 truly different
blank matrices and determining that no false positives occurred. Additionally, the 20 blank matrices
were spiked with 1 ppm THP and TPP. In the absence of agreed regulatory levels for food allergens,
a screening target concentration (STC), based on VITAL 2.0 levels of 1 ppm, was selected [8,50].
The LFIAs were able to detect the allergens with both visual and smartphone readout at 1 ppm in all
20 samples, as can be seen in Figure 5 and as is summarized in Table 2. The excellent reproducibility at
the STC level clearly suggests that a simple device-independent smartphone readout may provide
semi-quantitative data.
Table 2. Matrix experiments for the optimized PHC assay, all measurements made in spiked
matrix extract.
Parameter

PHC * (Matrix Extract)

LOD

0.5 ppm both analytes

Working range

100–0.5 ppm

Assay duration (total assay time incl. drying)

10 min

Time to result

1.5–2 min

Sample volume

25 µL

Reproducibility ** (n = 20)

Hazelnut: 2.5%
Peanut: 3.4%

False positives (n = 20)

0

False negatives (n = 20)

0

* PHC = Peanut, hazelnut, control geometry lateral flow immunoassay. ** Reproducibility defined as Relative
Standard Deviation (RSD) × 100% 1 ppm of Total Hazelnut Protein (THP), Total Peanut Protein (TPP) spiked into
blank biscuit matrix extract (n = 20). Data based on normalized L (LAB) values.

Finally, to confirm the capability of the optimized LFIA in detecting allergens in raw ingredients,
blank flour and peanut-spiked flour samples were briefly tested. The LFIAs correctly did not detect
either of the allergens in the blank flour (n = 4). Furthermore, PHC specifically detected only peanut
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in the
peanut-spiked
flour
(nREVIEW
= 4) with no false hazelnut positives being observed. The detection22ofof 22
Biosensors
2019, 9, x FOR
PEER
peanut was not adversely affected by using the accelerated 30 min extraction procedure for the spiked
flour. Further developments should include simplified and faster extraction methods.

Figure 5. Smartphone validation of Peanut Hazelnut Control (PHC) assay using 20 truly different blank
biscuit samples (square markers) and 20 truly different biscuit samples spiked at the screening target
© 2019 by the authors. Submitted for possible open access publication under the terms
concentration of 1 ppm Total Hazelnut Protein (THP), and total peanut protein (TPP). Normalized L
(LAB) values were obtained by dividing the test line response by the corresponding control line response.
and conditions of the Creative Commons Attribution (CC BY) license

4. Conclusions

(http://creativecommons.org/licenses/by/4.0/).

Quick and accurate detection of food allergens is of critical importance for food safety; it is
particularly relevant if such testing procedures can be easily performed by the consumer, and therefore,
there is an evident requirement for simple and robust testing procedures. Two formats of multiplex
flow-through immunoassays have been developed and compared with two test line configurations
of LFIA, all developed using the same bioreagents and against the same targets in order to allow a
true comparison.
Two recent review papers have extensively outlined commercially-available and proof-of-concept
single-plex and multiplex allergen immunoassays and biosensors, and the assays reported in this study
have matched or surpassed these previously-reported LODs [9,51]. All the developed multiplex assays
were able to detect both analytes in the low ppm range within minutes. It is important to note here that
our screening concentrations always related to total protein extracts from either peanuts or hazelnut,
and therefore, the concentration of specific allergenic proteins is expected to be even lower than the
reported values. This in turn means that the reported LODs are underestimating the true sensitivity of
the immunoassays in this work. The passive flow-through format offered a way to rapidly develop a fast
flow-through assay. However, this specific format was limited by the need to manually biofunctionalize
the membranes, limiting their reproducibility. The active flow-through assay could achieve very low
limits of detection with no false negatives when following the optimization steps. However, it is these
optimization steps that made the assay more complicated to perform for a non-expert user such as
a consumer. In future versions, the use of a mechanical pump could improve the user-friendliness,
although this would introduce an additional and costly element into the procedure, limiting the
portability of the assay. It should be reiterated that the assays within this study were performed
by a trained scientist, and the active flow-through method is not recommended for untrained users.
In comparison, the LFIAs, when using the optimized assay conditions for each configuration, resulted in
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no false positives. However, outside of working conditions, both configurations of LFIA did experience
a hook-effect at high concentrations, a phenomenon commonly encountered in sandwich LFIA, where a
falsely low signal occurs at high analyte concentrations. As the hook-effect is concentration-dependent,
it can be avoided/limited by assay optimization.
To demonstrate their applicability to real life bakery products and raw ingredients, all assays were
tested in decreasing concentrations of analyte spiked into the matrix extract. Additionally, the PHC
assay was validated as a screening method in spiked matrix extract, blank matrix extract (n = 20)
and incurred spiked flour, proving its capability of detecting the target even in complex matrices.
The majority of commercially-available allergen detection LFIA test kits can detect a single analyte at
1–10 ppm [9,51]. Comparatively, PHC was able to detect both analytes at 0.5 ppm of THP and TPP
spiked into a blank biscuit matrix extract, affirming its place as one of the most sensitive allergen LFIAs.
This LOD was in agreement with the LOD using the same hazelnut antibody in a previously-reported
single-plex assay [30]. Finally, all assays were (semi-)quantified by smartphone readout. At this stage
no additional external equipment was used for the image recording, so the LFIA membranes were
subject to ambient lighting conditions. To compensate for the lighting conditions a normalization
factor (T/C ratio) was applied. By using device-independent (L)LAB values, it was possible to obtain
comparable results using two distinct smartphone models. The ability to use different smartphone
models for reading the same assays is a characteristic that is highly desirable, but not often reported,
within smartphone analysis. In future developments, researchers should focus on improving the ease
of use of these assays by integrating sample preparation, limiting the user interaction with the assay,
as well as by developing a consumer-friendly app as a user interface which can directly analyze data
with minimal user input.
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