http://www.wageningenacademic.com/doi/book/10.3920/978-90-8686-830-8 - Monday, January 09, 2017 6:38:49 AM - Wageningen University and Research Library IP Address:137.224.252.10

Session 50

Theatre 9

'LVVHFWLQJSXUHEUHGFURVVEUHGLQWHUDFWLRQIRUIHHGLQWDNHLQSLJVIHHGLQJUHGLHQWV
R. Bergsma1, R.M. Godinho2 and C.A. Sevillano1
1TopigsNorssvin Research Center, R&D, P.O. Box 43, 6640 AA Beuningen, the Netherlands, 2Universidade Federal
de Viçosa, Animals science department, 36570-000, Viçosa, MG, Brazil; rob.bergsma@topigsnorsvin.com
In pig breeding traditionally selection takes place in purebreds (PB) on nucleus level while on the commercial
level crossbred animals (CB) are used. It has been shown that the realized genetic trend in PB on nucleus
OHYHOLVQRWIXOO\H[SUHVVHGLQ&%HVSHFLDOO\IRUIHHGHI¿FLHQF\WUDLWVOLNHGDLO\IHHGLQWDNH '), DQG
average daily gain (ADG). Both a genetic correlation lower than one and a reduced additive variance in CB
DUHUHVSRQVLEOH2QHRIWKHSRVVLEOHFDXVHVPLJKWEHDJHQRW\SHE\HQYLURQPHQWLQWHUDFWLRQRUPRUHVSHFL¿F
a genotype by feed interaction. To test this hypothesis a trial was set up were littermates were split and fed
HLWKHUDFRUQVR\GLHW &6 DVLVW\SLFDOO\IHGWRJURZHU¿QLVKHUVLQWKH$PHULFDVRUDZKHDWEDUOH\E\SURGXFW
diet (WB) as is common in Western Europe. Animals fed a WB-diet started off a little slower but consumed
DURXQGJIHHGPRUHSHUGD\GXULQJWKH¿QLVKLQJSKDVHWKDQDQLPDOVIHGD&6GLHW%HFDXVHRIGLIIHUHQW
HQHUJ\GHQVLWLHVRIWKHGLHWVWKHHQHUJ\LQWDNHRYHUWKHHQWLUHJURZHU¿QLVKHUSKDVHGLGQ¶WGLIIHUEHWZHHQ
GLHWV7KHUHVXOWVVXJJHVWWKDW'),GXULQJWKHVWDUWHUSKDVHLVOLPLWHGE\YROXPHDQG'),GXULQJWKH¿QLVKLQJ
phase is determined by energy demand and perhaps to a lesser extent by the nutritional history of an animal.
Preliminary results show that the genetic correlation (rg) for ADG is 1.0 between both diets. For DFI the rg
LVORZHU  DOWKRXJKQRWVLJQL¿FDQWO\GLIIHUHQWIURPRQH5HJDUGOHVVRIWKHGLHWVXVHGZHHNO\DYHUDJHV
RIIHHGLQWDNHVKRZJHQHWLFFRUUHODWLRQVGLIIHULQJIURPDPRQJHDFKRWKHU(VSHFLDOO\'),GXULQJWKH¿UVW
month after penning seems a somewhat different trait compared to DFI during the remainder of the growing¿QLVKLQJSHULRG7KHGLIIHUHQWGLVWULEXWLRQRIIHHGLQWDNHRYHUWKHJURZLQJ¿QLVKLQJSKDVHPLJKWKDYHFDXVHG
the somewhat lower rg for DFI. However, the additive variance for ADG and DFI for animals fed a WB-diet
was decreased by around 30% compared to CS-fed animals. Giving rise to different expected genetic trends
depending on the selection and production environment.
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3DUWLWLRQLQJJHQHWLFYDULDQFHRIPHWDEROL]DEOHHQHUJ\HI¿FLHQF\LQGDLU\FRZV
T. Mehtiö, E. Negussie, P. Mäntysaari, E.A. Mäntysaari and M.H. Lidauer
Natural Resources Institute Finland (Luke), Myllytie 1, FI-31600 Jokioinen, Finland; PDUWLQOLGDXHU#OXNH¿
5HVLGXDOHQHUJ\LQWDNH 5(, LQGDLU\FRZVGHVFULEHVWKHRYHUDOOHI¿FLHQF\RIDQDQLPDOLQXVLQJPHWDEROL]DEOH
HQHUJ\%HWWHUXQGHUVWDQGLQJRIWKHUHODWLRQVKLSEHWZHHQWKHRYHUDOOHI¿FLHQF\DQGWKHGLIIHUHQWHQHUJ\
pathways is desirable for developing genetic evaluations. In this study our aim was to assess the partitioning
RIJHQHWLFYDULDQFHRIDGMXVWHGPHWDEROL]DEOHHQHUJ\ 0( LQWDNHZHFDOOLWPHWDEROL]DEOHHQHUJ\HI¿FLHQF\
(MEE), by four energy pathways: ME use for maintenance, milk production, growth, and ME utilization from
WLVVXH$UDQGRPUHJUHVVLRQPRGHOZDVDSSOLHGZKLFKGHVFULEHGWKHSDWKZD\VE\¿[HGSDUWLDOUHJUHVVLRQ
FRHI¿FLHQWVRQPHWDEROL]DEOHERG\ZHLJKWHQHUJ\FRUUHFWHGPLONERG\ZHLJKWJDLQDQGERG\ZHLJKWORVV
DQGE\WZROLNHZLVHVHWVRIUDQGRPSDUWLDOUHJUHVVLRQFRHI¿FLHQWVRQHVHWIRUHDFKSHUPDQHQWHQYLURQPHQW
and additive genetic effect (pMEE model). Obtained results were compared with estimates from repeatability
models for MEE and REI. The conceptual difference between latter two models is that for MEE the cows’
HQHUJ\UHTXLUHPHQWVZHUH¿WWHGGLUHFWO\E\WKHPRGHO$OOPRGHOVZHUHWHVWHGRQGDWDFROOHFWHGIURPWR
2014 at Luke’s experimental farms in Jokioinen. The data included 12 350 weekly MEI and REI records from
SULPLSDURXV1RUGLF5HGGDLU\FRZVIURPODFWDWLRQZHHNWR:HIRXQGWKDWS0((¿WWHGWKHGDWDEHVW
and resulted in lowest residual variance, but heritability estimates were higher for MEE (0.26) and REI (0.33).
In contrast, overall heritability for MEE, derived from the pMEE model estimates for a cow with average
energy requirements, was 0.19. Derived heritability for partial MEE was 0.05, 0.06, and zero for maintenance,
PLONSURGXFWLRQDQGIRUWKHLQWHUFHSWDQGUHPDLQLQJHQHUJ\SDWKZD\V*HQHWLFFRUUHODWLRQVEHWZHHQWKH¿YH
UHJUHVVLRQFRHI¿FLHQWVYDULHGEHWZHHQDQGH[FHSWIRUDIDLUO\KLJKQHJDWLYHFRUUHODWLRQ  
between the maintenance and milk production pathways.

EAAP – 67th Annual Meeting, Belfast 2016

453

