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STELLINGEN
1.

Defrequentievanzowel K-rasmutatiesalsp53 overexpressie isnietduidelijk verschillend
in de vroege adenoom-fase van Hereditair Non-Polyposis Colorectale Carcinogenese
(HNPCC) ensporadischecolorectale carcinogenese.(ditproefschrift)

2.

De positieve associatie tussen vleesconsumptie en colorectale adenomen en carcinomen
isduidelijkerwanneer devleesbereidinghierbijwordt betrokken.(ditproefschrift)

3.

Associates tussen genmutaties en voedingsfactoren worden niet gevonden als alle
mutaties samen worden bestudeerd, daar carcinogenen in de voeding mogelijk zeer
specifieke mutaties (fingerprints) ineengenveroorzaken.(ditproefschrift)

4.

Mutatie-analyse van het p53-gen is nodig ter bevestiging van de hypothese dat
voedingsfactoren mutaties in p53 kunnen veroorzaken. Daarentegen is vaststelling van
overexpressie van het p53 eiwittoereikend om aante tonen dat p53 status heteffect van
voedingsfactoren kan modificeren.(ditproefschrift)

5.

Men kanhetooktebruinbakken.

6.

Het gebruikelijke onderscheid tussen endogene processen en exogene (voedings-)
factoren houdtonvoldoende rekeningmet hetconcept "gen-omgeving-interacties".

7.

Afhankelijk van de fase waarin wetenschappelijk onderzoek zich bevindt, dient het
belangvan een studie niet alleen afgewogen te worden aan de statistische "power" van
destudie.

8.

"Collectebusfondsen" zijn onontbeerlijk voor het onderzoek naar de rol van voeding bij
de preventie van kanker; en moeten ook wetenschappelijk onderzoek mogelijk maken
naarde rolvanvoedingbij de behandelingvan kankerpatienten.

9.

Het isonterecht alsmensen meteenerfelijke aandoeningdaarextraonder moeten lijden
doordatzij geen levensverzekering kunnen afsluiten.Bij HNPCC patienten geldtdit in het
bijzonder,omdatdoor screeninghetrisicoaandeziekteteoverlijden sterkafneemt.

10. Dewetenschapper die de beste kansen heeftvoor een hogere wetenschappelijke functie
is degene die al zijn tijd en inzet daartoe aangewend heeft en niet afgeleid wordt door
welke wereldse zaak dan ook. (Barbara van Balen, 1998, in De universiteitalsmodern
mannenklooster.)
11. Debegrippen "poliep" en"kanker" krijgeneenandere ladingalszetedichtbij komen.
12. De overeenkomst tussen dikke darmpoliepen en koraalpoliepen is niet alleen hun
uitstulpende vorm, maar ook de mate waarin ze de aandacht vast kunnen houden van
respectievelijk eenduikende onderzoeker eneenonderzoekende duiker.
Stellingen behorend bij het proefschrift 'Diet-gene interactions in sporadic and hereditary
colorectalcarcinogenesis. Epidemiologicalperspectives'.
DorienVoskuil,12 mei1999

ABSTRACT

Thesis

Diet-gene interactions insporadic and hereditary colorectal carcinogenesis
Epidemiological perspectives
Dorien Voskuil

Colorectal cancer isknown to develop by accumulation of alterations in regulatory genes.
Both familial and environmental factors play a role in the etiology of colorectal cancer
and its adenomatous precursor lesions. This thesis examines diet-gene interactions in
sporadic and hereditary colorectal carcinogenesis, from two different epidemiological
perspectives, asoutlined in AIMS 1and 2.
AIM 1: to examine evidence for a role of dietary risk factors in the etiology of Hereditary
Non-Polyposis Colorectal Cancer (HNPCC); are some aspects of the etiology similar to
sporadic colorectal carcinogenesis?
In a descriptive epidemiological study of HNPCC first degree relatives, the cumulative
incidence of colorectal cancer at age 75 increased from 19% in ancestors, to 32% in the
first generation and 55% in the second generation, which is largely attributable to a birth
cohort effect. The earlier ageof onset in successive HNPCC generations thus appears not
to be abiological feature of HNPCC but reflects atime trend in cancer occurrence which
issimilar to trends inthe general population.
Subsequently, we assessedfrequencies of mutations in the K-rasgene and overexpression
of the p53 protein, in 48 HNPCC and 59 sporadic adenomas. Frequencies of these
abnormalities were indeed similar in HNPCC (31% and 25% for K-ras and p53
respectively) and sporadic (32%and 25%for K-rasand p53 respectively) adenomas. This
points towards similar molecular pathways to early stages of colorectal carcinogenesis
with regard to K-rasand p53, and therefore suggests that environmental factors may play
asimilar role.
Tostudy the association between risk of HNPCC colorectal adenomas and dietary factors
related to meatconsumption and preparation directly, we conducted acase control study
of HNPCC and sporadic adenomas (n=62 and 57 respectively), and endoscopy control
groups for both (n=83 and 65 for HNPCC and sporadic respectively). We observed red
meat consumption and darkly browned meat surface to be positively associated with risk
of adenomas in the sporadic group (Odds Ratio (OR) 4.1 and 3.0 respectively, 95%
confidence interval (95% CI) 0.7-23.0 and 1.2-7.5 respectively), but not in the HNPCC
group (OR 0.4 and 0.7, 95% CI 0.1-2.2 and 0.3-1.4 respectively). Although this may
suggest that meat consumption and preparation are only relevant in the etiology of

sporadic adenomas, it does not exclude that (other) dietary factors play a role in some
phasesof HNPCC colorectal carcinogenesis.
AIM 2: to examine evidence for a differential effect of dietary risk factors on K-ras/p53
dependent andindependent pathways to colorectal carcinogenesis.
In a case control study on dietary factors and the risk of sporadic colon cancer, we
examined carcinoma tissue (n=185) for mutations inthe K-rasand p53 genes.
We found high intakes of animal protein and calcium to be positively associated with
carcinomas harboring K-ras codon 12 mutations (OR 1.5 and 1.2, 95% CI 1.0-2.1 and
0.9-1.6 respectively), but inversely with carcinomas harboring codon 13 mutations (OR
0.4 and 0.6, 95% CI 0.2-1.0 and 0.3-1.2 respectively). Transition and transversion
mutations were not differently associated with diet.
We examined both p53 mutations and p53 overexpression in relation to diet, and
observed a positive association for (saturated) fat, only in the p53-independent pathway
(for saturated fat, no overexpression OR 1.5, 95% CI 1.1-2.0) and not in the p53dependent pathway (for saturated fat, with overexpression OR 1.1,95% CI 0.8-1.5). This
difference was more pronounced with p53 overexpression than with p53 mutation as
endpoint. Interestingly, when examining specific mutations we found similar dietary
factors only to be associated with transversion mutations (for saturated fat, OR 2.0, 95%
CI 1.0-4.1),and not with mutations at CpG islands (for saturated fat, OR 0.9, 95%CI 0.61.6).
Both studies suggest that if diet is associated with K-ras and p53 mutations in colon
cancer, very specific types of mutations may be involved.
Our studies have been among the first to examine diet-gene interactions in colorectal
carcinogenesis, usingan epidemiological approach. Such "early" studies into a new area,
tend to be of small size, and they are therefore not sufficient to provide "proof" of dietgene interactions. However, these studies have served well to to suggest directions for
future research,andto develop and expand the relevant research infrastructures.
Future studies on diet-gene interactions in colorectal carcinogenesis should continue to
aim atdisentanglingthe effects of diet in all molecular phasesof the adenoma-carcinoma
sequence, and additionally, clarifying the possible role of environmental factors in
hereditary colorectal cancer.
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CHAPTER 1

INTRODUCTION

BACKGROUND

Cancer of the colon and rectum is the fourth most common type of cancer throughout
the world \ Large differences in incidence have been observed between countries (e.g.
45, 36 and 4 per 100.000 person-years in North-America, The Netherlands and India,
respectively). Colorectal cancer incidence in The Netherlands has increased gradually
since the 1970s, especially with increasingage2.Mean ageatdiagnosis increased from 61
inthe 1960sto about 67 more recently.
Migrant studies have shown that the rates in groups moving from low-risk to high-risk
areas adapt to the rates of the high-risk areaswithin one or two generations 3, suggesting
this cancer is largely determined by environmental factors. Doll and Peto (1981) have
estimated 90% of colorectal cancer risk to be attributable to environmental factors,
especially dietary factors 4. A hereditary component is likely aswell, as a positive family
history of colorectal cancer increases the relative risk about two-fold 5. Epidemiological
studies suggestthat 5-10%of colorectal cancer incidence can be attributed to dominantly
inherited susceptibility genes6.
Interaction between genetic and dietary factors in the etiology of colorectal
carcinogenesis is the subject of this thesis. This is studied from two epidemiological
perspectives:
• possible role of dietary factors in the etiology of Hereditary Non-Polyposis Colorectal
Carcinogenesis (HNPCC) (as environmental factors may also play a role in HNPCC,
and if so, HNPCC may function asamodel for sporadic colorectal carcinogenesis)
• differential effect of diet in sporadic colorectal cancer, depending on mutational status
of K-ras and p53 genes (to provide further clues to specific effects of diet in the
etiology of colorectal carcinogenesis)
Inthe following paragraphs of this introductory chapter, the main concepts of the etiology
of colorectal carcinogenesis will be described. The last paragraph provides an outline of
the thesis andthe aims ofthe studiesdescribed.

COLORECTALCARCINOGENESIS

The adenoma-carcinoma sequence
Colorectal cancer can be seen as a genetic disease, i.e. requiring alteration, mutation or
loss of at least 4 to 5 oncogenes and tumor-suppressor genes for a malignant tumor to
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develop 7. The products of these regulatory genes normally mediate signal transduction,
control the cell cycle, maintain genomic stability, and mediate programmed cell death
(apoptosis). Through clonal evolution a malignant tumor develops out of one single cell
which acquires a mutation in one regulatory gene, thereby gaining growth advantage.
One cell inthis clone may then acquire amutation in another regulatory gene, and soon.
Malignant cells fail to respond to regulatory mechanisms, leading to uncontrolled and
excessivetissuegrowth and spreadto distantsites.
During this process of accumulation of alterations, mutations or loss of key genes (Figure
1.1), the normal colonic epithelium goes through several phases: hyperproliferation, a
benign tumor or adenoma will form; growth,the adenoma cantransform into a malignant
carcinoma; metastasis, the carcinoma spreads to distant sites in the body 8. Although
some (epi)genetic abnormalities occur mostly in specific stages of colorectal
carcinogenesis,the order in which they may occur isbasically random.
The Adenomatous Polyposis Coligene. Mutations or loss of the APC gene, also known as
a "gatekeeper gene", isfrequently one of the first steps in colorectal carcinogenesis, and
occurs in 70-80% of sporadic colorectal cancers 9. Subsequent to a mutation in this
"gatekeeper", mutations in other oncogenes and tumor-suppressor genes may occur,
such as K-ras and p53. If mutated in germline cells, APC is responsible for the autosomal
dominantly inherited form of cancer called Familial Adenomatous Polyposis, which is
characterized by multiple adenomas (>100) at avery youngage.

Diet

carcinogens

Figure 1.1. Theadenoma-carcinoma sequence, asderived from Voge/ste/n et a/.

The K-ras oncogene. The K-ras gene, also called Ki-ras or Kirsten-ras, is mutated in
approximately 40-50% of colorectal carcinomas and large adenomas and in a lower
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percentage of small adenomas 8. K-ras mutations are therefore thought to occur early in
the colorectal carcinogenic process, during the progression from small to large adenoma.
The gene product functions as a molecular switch in signal transduction pathways of
growth factors. Normal functioning K-rascan switch between its active and inactive form.
However, amutation in at least one allele of K-rascausesthe gene to remain in its active
form, thereby stimulatingcellgrowth andtissue proliferation 10.
Most mutations (90-95%) occur in codon 12 and 13 of the K-rasgene, and few in codon
61. Some mutations can be found in the N-ras and H-ras genes, which have the same
function as K-ras 10. Frequency and type of K-ras mutations vary substantially between
different types of cancer. Environmental factors may play a role in inducing mutations.
Interestingly, the type of mutation characteristically caused by mutagenic alkylating agents
(C-A transitions at the second base), occurs most frequently 11. Tumors with this type of
mutation are thought to be more invasive 12. As there are some suggestions that tumor
characteristics and prognosis may differ for tumors with or without K-ras mutations and
for tumors with different types of K-ras mutations, K-ras may also play a role in the
promotion and progression phasesof colorectal carcinogenesis.
Thep53 tumor suppressorgene. Mutation or loss of the p53 tumor-suppressor gene is
observed in about 50%of colorectal carcinomas but in a lower percentage of adenomas
8

. Therefore, p53 mutations arethought to occur during transformation from adenoma to

carcinoma. P53 plays a major role in many types of cancer and is involved in gene
transcription, DNA synthesis and repair, and programmed cell death (apoptosis)13. When
functioning normally the p53 protein puts a halt to the cell cycle if DNA is damaged,
thereby providing the cell with time to repair the DNA damage or to go into apoptosis if
the damage istoo severe. When one allele of the p53 gene is mutated, the other one is
usually lost by allelic deletion, leaving the cell without p53 tumor suppressor function.
The frequency and type of mutations vary strongly between different types of cancers
(Figure 1.2)14.
These different mutation spectra presumably reflect differences in exogenous carcinogens
and endogenous biological processes known to cause mutations. In lung cancer G:C-T:A
transversion mutations occur in high frequencies and are thought to be caused by
smoking 15. Although G:C-T:A transversions also occur in colorectal cancer, the most
frequent type of mutation in colorectal cancer is the G:C-A:T transition at CpG
dinucleotides, which isknown to bethe resultof spontaneous deamination of methylated
CpG sites14. The environmental or nutritional determinants of this genetic instability are
not known yet.
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Figure 1.2. Mutation spectra of the p53 gene in several types of cancer (derived from Creenblatt et al.) u.

Mismatch repair genes. Mutation or inactivation due to methylation, of one of the
mismatch repair genes, results in microsatellite instability. About 10 to 15% of sporadic
colorectal cancer show this microsatellite instability 16;17. However, this frequency is much
higher (80-90%) in Hereditary Non-Polyposis Colorectal Cancer (HNPCC) 17;18, where a
germline mutation in one of the mismatch repair genes is responsible for this type of
genetic instability.
Hereditary Non-Polyposis Colorectal Cancer
Approximately 1to 5%of colorectal cancer isdue to agenetic disorder called Hereditary
Non-Polyposis Colorectal Cancer (HNPCC) 19. HNPCC was first described by Warthin in
1913

2G

, and was named 'cancer family syndrome' in the 1960s

21

. This disease is

characterized by asusceptibility to colorectal cancer, frequently localized in the proximal
colon and is characterized by an early age of onset

22;23

. Furthermore, members of

HNPCC families appear to develop extracolonic tumors (e.g. of the endometrium,
stomach, urinary tract) more often than the general population 2224. Until recently the
genetic background of this disease was largely unknown, therefore only clinical
characteristics could be usedfor diagnosis. In 1990the International Collaborative Croup
on HNPCC proposed a set of clinical diagnostic criteria, later named the Amsterdam
criteria (Figure 1.3)25.
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* T *

C =colorectal cancer
E - endometrialcancer
P =adenomatous polyp

K = kidney cancer
St=stomach cancer

D
O

male
Female

%
E

cancer
polyp

Amsterdam Criteria
1. At leastthree relatives should have histologically verified colorectal adenocarcinoma, one of
them should be afirst degree relative of the other two, and Familial Adenomatous Polyposis
should be excluded.
At leasttwo successive generations should be affected.
In at least one relative colorectal cancer should have been diagnosed before age 50.

Figure 1.3. Genealogical tree of a HNPCC family fulfilling the Amsterdam criteria.

The disease follows an autosomal dominant inheritance pattern, caused by a germline
mutation in one of at least five mismatch repair genes (MSH2, MLH1, PMS1,PMS2, and
MSH6/GTBP) 18. Errors in microsatellites, which are short repeated sequences of DNA,
occur often, but are usually repaired during normal DNA replication. Due to the
mutational inactivation of one of the mismatch repair genes these replication errors (RER)
are not repaired in HNPCC, leading to widespread genetic instability, also called
microsatellite instability (MSI). This "mutator phenotype" expresses itself by the rapid
accumulation of somatic mutations in oncogenes and tumor-suppressor genes, thereby
rapidly progressingthrough the adenoma-carcinoma sequence.
The tumors in HNPCC not only develop in the colon and rectum, but also at many other
sites. Interestingly, the tumor spectrum has changed over several generations 26, which
suggests a role of environmental factors in the etiology of this hereditary disease.
Additionally, incomplete penetrance of the disease (80-90%)22, earlier onset of disease in
successive generations (anticipation)

23;27

, and occurrence of somatic gene mutations

generally thought to be exogenous of origin (e.g. APC, K-ras, p53)

12;28;29

, are

characteristics which support arolefor environmental factors inthe etiology of HNPCC.
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ENVIRONMENTAL RISKFACTORS

Lifestyleand dietary riskfactors
Many studies have been conducted on the association between diet and the risk of
colorectal cancer. As mentioned, already in the early 1980s Doll & Peto (1981) estimated
that 90% of the risk of colorectal cancer could be attributed to environmental factors,
most likely dietary factors 4. Recently two reports have been published on diet and
cancer: one by the Committee on Medical Aspects of Food and Nutrition Policy in the
UK 30, and the other bythe World Cancer Research Fund in the USA 1. Both have drawn
conclusions on the evidence from epidemiological studies regarding dietary risk factors
for colorectal cancer (summarized in Table 1.1).
High vegetable consumption is supported by the strongest evidence, and may possibly
prevent half of the colorectal cancer cases. Vegetables are also considered protective in
colorectal adenoma etiology, although evidence is somewhat weaker. So far it is
unknown which components in vegetables account for the decrease in risk. Possible
candidates could be bioactive compounds such as antioxidants and folate. However,
evidence is inconsistent and insufficient to draw conclusions about a protective role for
these specific dietary factors. Fiber may decrease the risk of colorectal cancer by dilution
of carcinogens in the bowel and/or by decreasing bowel transit time and thus decreasing
duration of exposure of bowel epithelium to carcinogens. The expected decrease in risk
due to fiber intake issimilar to that of vegetables, but the evidence issomewhat weaker.
Evidence for a protective role of fruit is inconsistent and insufficient. For lifestyle related
factors such as physical activity and aspirin or other NSAID intake, moderate to strong
evidence points towards aprotective role inthe etiology of both colorectal adenomas and
carcinomas.
With respectto positive risk factors, adiet high in fat and meat isthought to increase risk,
although, evidence is only moderate. The classic hypothesis was that a diet high in meat
elevates the risk of colorectal cancer through a high intake of fat, which increases bile
acid production and the luminal concentration of free fatty acids 3. More recently it has
been suggested that the increased risk is related to other components of meat, e.g.
heterocyclic amines 31, N-nitroso compounds 32, and iron 33. Some experimental studies
have shown that these components possibly increase risk of colorectal cancer by causing
mutations in genessuch asAPCand K-ras11;34;35.
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Meat consumption in relationto colorectal adenomas and carcinomas
The epidemiological evidence regarding meat consumption and the risk of colorectal
adenomas and carcinomas issummarized inTable 1.2 (seealsoAppendixes 1.1and1.2)
Table 1.2. Summary of resultsfrom cohort and case-control studieson the association between meat
consumption andtheriskofcolorectaladenomas andcarcinomas*.
%significant RRft
number
meanRR+
rangeRRst %RRst positive
ofstudies
cohort
carcinomas
8
1.2
54%
25%
0.8-1.9
47%
case-control carcinomas
64%
25
1.5
0.4-3.3
cohort
adenomas
1
1.2
case-control adenomas
57%
33%
6
1.6
0.8-2.4
* Overviewofstudies inAppendix 1.1(cohortstudies) andAppendix 1.2(case-controlstudies)
t RR=relative risk,orOR(oddsratio)for case-control studies),using95%Confidence Interval
1 %studies reportingsignificantly positive RR(basedon 8, 17and3studies respectively which reportedCI)
typeofstudy

endpoint

In eight cohort studies total meat or red meat intake were examined in relation to risk of
colon or colorectal cancer (see Appendix 1.1). In two large United States cohort studies
high intake of red meat was found to be associated with increased risk in both women
(RR,95% CI: 1.8, 1.1-2.9)36 and men (RR,95%CI: 1.7, 1.2-2.6)37, while in two other US
prospective studies no increased risk was found (RR, 95% CI: 1.0, 0.6-1.8)

38

and (RR,

39

95% CI: 1.2, 0.7-2.0) . Caard et a/, found in a Norwegian cohort study that total meat
intake was associated with colon cancer risk, but only in women (RR, 95% CI: 1.9, 0.84.9) and not in men 40. Three other cohort studies also reported no increased risk with
intake of total meat 41 , red meat 42 , and fresh meat 43 . Inthe latter, a Dutch cohort study,
an increased risk with consumption of processed meat was found 43. Giovannucci et a/,
reported on the only cohort study on colorectal adenomas so far, and failed to show an
increased risk (RR,95%CI: 1.2, 0.7-2.1)44.
Since 1980, in 25 casecontrol studiesthe association of total meat intake or several other
indices of red meat intake and the risk of colon or colorectal cancer has been examined.
The risk of colorectal adenomas was examined in 6 case control studies (Table 1.2, see
also Appendix 1.2) 45"75. The mean Odds Ratio in these studies was about 1.5, both for
colorectal adenomas (range 0.8-2.4) and carcinomas (range 0.4-3.3). Overall, the findings
are somewhat more consistent for the risk of colorectal carcinomas, with almost half of
the studies reporting asignificantly increased risk.
Riskassociatedwith meat preparation and heterocyclic amines
As mentioned, the risk associated with consumption of meat may also be related to meat
preparation. In the pastten yearstwelve studies reported on varyingfactors related to the
preparation of meat and their association with colorectal adenomas or carcinomas (Table
10
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1.3). In four studies (including two cohort studies in Finland and Norway) the risk of
colorectal cancer was found not to increase with increasing frequency of eating fried
meat or well-done meat

40;76 78

- . The remaining eight studies all reported risk to be

increasedwith one or more factors relatingto meat preparation.Young& Wolf found the
risk of colorectal cancer to be increased (RR=1.3, 95% Cl=1.0-1.8) with high vs low
consumption of pan-fried foods 79 . Peters et a/, observed an increased risk with frequent
consumption (a5x/week) of fried ham or bacon and barbecued or smoked meat, and
Welfare et a/, with frequent consumption of gravy (>2x/week) and roast meat
(a1x/week), only for proximal colon cancer

53;8

°. Relative risks of similar magnitude

(around RR=3) were reported for increased consumption of barbequed meat and bacon
54

, well done meat 81, and fried meat 72. Gerhardsson de Verdier et a/, explored the

association with several indicators of meat preparation in aSwedish case control study 58.
They found increased risks of both colon and rectum cancer with frequent use of brown
gravy, heavily browned meat surface and high fryingtemperature. Frequent consumption
of fried or roasted meat did not increase the risk of colorectal cancer in this study. ProbstHensch et al. reported an increased risk of colorectal adenomas with a combination of
several factors related to meat consumption and preparation 82. Consumption of red meat
more than once a week, of which at least 10% is fried, with a preference for a dark
surface, is associated with a two-fold increased risk (OR, 95% CI: 2.2, 1.1-4.3) as
compared to consuming red meat lessthan once aweek, of which lessthan 10% is fried,
with apreference for alightsurface.
Summarizing, in 8 of 12 studies significantly increased risks relating to meat preparation
were found. For the two cohort studies no increase in risk was reported. On average a
two-fold increase in riskwas reported,with relative risk estimates between 0.6 and 5.0.
Recently, attention has been focused on the interaction between genetic polymorphisms
of

metabolic

enzymes

(N-acetyltransferase,

Cytochrome

P450,

Glutathion-S-

Transpherase), and the consumption of meat in relation to the risk of colorectal
adenomas and carcinomas. Of the five studies conducted, four found significantly
increased risk of colorectal adenomas and/or carcinomas with rapid NAT2 polymorphism
(in combination with NAT1 or CYP1A2) and frequent consumption of total meat, red
meat, well done meat or fried meat39'80'8384. in one study only a marginally increased risk
with processed meat intake inthe intermediate or rapid NAT2 groupwasfound 75
Concluding, an increase in risk of colorectal adenomas and carcinomas with red meat
consumption seems to be more consistent when factors relatingto preparation are taken
into account. Possibly, the increase in risk is higher for those who are genetically
susceptible to (pre)carcinogens from meat.
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Table 1.3.Meatpreparation related factors andtherisk ofcolorectaladenomas andcarcinomas: case control
andcohortstudies.
Author
year, country

cases/ contr
source contr

type of
exposure

contrast in exposure

relative risk estimates

Lyon & Mahoney 76
1988

246/484
population

fried meat

a11.5 vs s6x/wk
&8 vs <4x/wk

broiled meat

> 1 vs s/wk

(0.8-1.9)
(0.8-2.1)
(0.5-1.0)
(0.7-1.7)

>1.5 vss0.25x

1.2 men
1.3 women
0.7 men
1.1 women

Young & Wolf 7 9
1988, USA

353/618
population

pan-fried
foods

high vs low

1.3

(1.0-1.8)

Peters et al. "
1989, USA

147/147men
population

fried ham/
bacon
meat bbq or
smoked

a5 vs s1 x/wk

1.0 all
2.6 prox.colon
1.3 all
2.9 prox.colon

(0.4-2.4)
(0.9-7.9)
(0.6-2.7)
(1.2-7.3)

3.3
5.0

(1.2-9.2)
(1.0-25.0)

a5 vs s1 x/wk

Wohllebetal.54
1990, USA

43/41 men
hospital

bbq meat
bacon

a1 vs < 1 x/wk

Schiffman & Felton 81
1990, USA

50

doneness

well done vs rare to
med rare

3.5

(1.3-9.6)

Cerhardsson etal. S8
1991, Sweden

559/505
population

brown gravy

meat fried or
roasted

> 1x/wk vs
<3/month
heavily vs
lightly browned
high vs
med/low
highestvs
lowest quintile

1.6 colon
1.9 rectum
2.0 colon
3.4 rectum
1.9 colon
1.5 rectum
0.9 colon
1.4 rectum

(1.1-2.3)
(1.2-3.0)
(1.2-3.6)
(1.7-6.7)
(1.4-2.5)
(1.1-2.1)
NC
NC

meat surface
frying temp

&1 vs < 1 x/wk

Muscat & W y n d e r "
1994, USA

511/500
hospital

doneness

well done vs rare

1.2 men
1.0 women

(0.6-2.4)
(0.6-1.5)

Knekt et al. 7 8
1994, Finland

853 men
9,990, 24 yr

fried meat

highest vs lowest
tertile

1.0

(0.6-1.9)

Gaard et a l . 4 0
1996, Norway

143
50,535, 11y

meatfried or
roasted

a5 vs <1x/wk

0.6 men
0.9 women

(0.2-1.7)
(0.3-3.3)

Welfare et a l . 8 0
1997, England

174/174
population

gravy
roast meat

> 2 vs < 1 x/wk
a1 vs < 1 x/wk

3.2 prox col
3.0 prox col

(1.1-11.2)
(1.1-9.2)

De Stefani et al. "
1997, Uruguay

250/500
hospital

fried meat

highestvs lowest
quartile

2.6

(1.6-4.1)

Probst-H.etal. 8 2
1997, USA

488/488
adenomas*

red meat incl.
preparation

high risk vs low risk
category*

2.2

(1.1-4.3)

NC= Confidence Interval notgiven
* 488 adenoma cases vs 488 sigmoidoscopy controls; red meat >1x/wk, >10% fried, and dark surface
preferencevsredmeat <1x/wk, <10%fried, lightsurface preference
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AIMSANDOUTLINEOFTHETHESIS
The aimsofthe studies described in thisthesiswere:
AIM 1 :to examine evidence for arole of dietary riskfactors in the etiology of HNPCC, are
some aspectsof the etiology similar to sporadic colorectal carcinogenesis?
AIM 2 to examine evidence for adifferential effect of dietary riskfactors on K-ras-/p53dependent and -independent pathways to colorectal carcinogenesis.

SPORADIC
initiation

>

K-rasanddiet

p53anddiet

CHAPTER 6

CHAPTER 7

SPORADIC
progression

ADENOMAS

>

CARCINOMAS

frequencyand
typeofmutations
CHAPTER3

desciptive epidemiology
CHAPTER 2

associationwithmeat
consumptionand preparation
CHAPTER4

—

\

itiation y

HNPCC

HNPCC
progression
ADENOMAS

>

CARCINOMAS

Figure 1.4. Schematic overviewof the studiesdescribed in chapters 2, 3, 5-7 of this thesis.Chapter 4
describes amethodologicalstudyandistherefore notincludedinthis scheme.

CHAPTER2

How much higher is the risk of colorectal cancer in HNPCC families, as

compared to the general population, and does the risk increase over successive
generations? To answer these questions descriptive analyses have been conducted on
data from the Netherlands Foundation for the Detection of Hereditary Tumors, which

13
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keeps a registry of HNPCC families in the Netherlands, and the population-based
Netherlands Cancer Registry, which collects data on all malignant neoplasms occurring in
The Netherlands since 1989.
CHAPTER3

Do frequenciesof K-ras and p53 abnormalities differ between sporadic and

HNPCCadenomas? In a case control study on dietary risk factors, genetic susceptibility,
and DNA-damage in colorectal adenomas, we collected adenomatous tissue from 59
sporadic and 48 HNPCC cases in order to detect K-ras mutations and p53 protein
overexpression.
CHAPTER4

Would a substantial amount of information be lost when using a reduced

questionnaire on meat consumption and preparation? Analyses for this methodological
study were performed on the data from a Swedish case control study on the relation
between the intake of heterocyclic amines and the risk of cancer in a population of
Stockholm elderly, using a very extensive questionnaire to assess the intake of
heterocyclic amines.
CHAPTER5

Are meat consumption and preparation associatedwith the risk of sporadic

and HNPCC colorectal adenomas in a similar fashion? In the case-control study of
sporadic and HNPCC colorectal adenomas we studied the association with factors
relating to meat consumption and preparation, as assessed by a questionnaire especially
developed for this purpose.
CHAPTER6

Is diet differently associated with colon cancer with or without (specific)

mutations in K-ras? In a previously conducted case-control study on dietary risk factors in
colon cancer, archival tumor tissuewas retrieved to detect mutations in codon 12 and 13
of the K-ras gene. We studied whether differences in intake of nutrients and foods of
animal origin are relatedto (specific) mutations in K-ras.
CHAPTER7

Isdiet differently associatedwith colon cancer with or without (specific)p53

abnormalities? In the same case-control study of colon cancer, p53 protein
overexpression and p53 gene mutations were detected in archival tumor tissue. Nutrients
and food groups of both animal and plant origin were studied in relation to p53
abnormalities in colon cancer. Both p53 protein overexpression and p53 gene mutations
were assessed to examine whether the use of either of these endpoints would lead to
different results in an epidemiological study.

14
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CHAPTER8

The integrated results of CHAPTERS 2-7 are discussed in the light of the

strengths and limitations ofthe studies. The biological plausibility ofthe examined dietgene interactions is outlined, andresults from previously published observationaland
experimental studies are discussed. Finally, some general remarks aremade aboutour
studiesandpossible linesoffuture research into diet-gene interactions arepresented.
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Chapter1
Appendix 1.2. Meat intake and the risk of colorectal adenomas and carcinomas:

case control studies

Author
year, country

casesVcontr
source contr

type of
meat

contrast in
meat intake

relative risk estimates

Manousos et al. 4 5
1983, Greece

100/100
hospital

beef

from 1x to 2x /wk

1.8

Miller et a l . 4 6
1983, Canada

542/
542+535
population +
hospital

beef

> 1 1 0 vs <64.2 g/day (m)
>42.4 vs 0
g/day (f)
>23.1 vs <6.9
g/day (m)
> 1 4 . 0 v s <4.3
g/day (f)

1.2 colon, men NG
1.7 rectum, men
1.0 colon, women
1.7 rectum, women
1.1 colon, men
1.3 rectum, men
1.4 colon, women
2.7 rectum, women

pork

NC

Macquart-M. et a l . 4 7
1986, France

399/399
hospital

total meat

highest vs lowest quartile

0.9

NG

Kuneetal.48
1987, Australia

715/727
population

beef
pork

highest vs lowest quintile

1.8
0.6

(1.2-2.4)
(0.4-0.7)

Macquart-M. et al."9
1987, France

252/238
adenomas
hospital

total meat

highest vs lowest quartile

0.8

NG

LaVecchia et a l . 5 0
1988, Italy

575/778
hospital

beef/veal

highest vs lowest fertile

2.1 colon
2.3 rectum

NC
NC

Tuyns et al. 5 1
1988, Belgium

818/2,851
population

beef

>538g/wkvs <226g/wk
>509g/wkvs <200g/wk

2.1 colon
0.7 rectum
0.4 colon
0.7 rectum

NC
NG
NG
NC

pork

Lee et al. 5 2
1989, Singapore

203/425
hospital

red meat

highest vs lowest tertile

1.3

(0.8-2.0)

Peters et al. "
1989, USA

147/147men
population

beef

a5x/wk vs s1x/wk

1.0

(0.6-1.6)

Wohlleb et a l . 5 4
1990, USA

43/41 men
hospital

pork

a1x/wk vs <1x/wk

3.3

(1.3-8.1)

Benito et al. 5 5
1990, Spain

286/295
population

total meat

highest vs lowest quartile

2.9 colon
2.4 rectum

NG
NG

Kato et al. 5fb
1990, Japan

adenoma+
carcinoma

Kune et a l . ! 7
1991, Australia

49/727
adenomas
population

beef

>360g/wkvs <360g/wk

2.4 men

(1.0-5.8)

Gerhardsson et a l . 5 8
1991, Sweden

559/505
population

total meat

highestvs lowest quintile

1.9 colon
3.2 rectum

NG
NC

Bidolietal.59
1992, Italy

248/699
hospital

red meat

highestvs lowest tertile

1.6 colon
2.0 rectum

NC
NC

18
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Iscovich etal. w
1992, Argentina

110/220
population

red meat

highestvs lowest terile

0.8

(0.4-1.7)

Peters et a l . 6 1
1992, USA

746/746
population

red meat

per 10x/month

1.2

(1.1-1.3)

Zaridzeetal.62
1992, Russia

217/217
population

total meat

highestvs lowest quartile

1.0

(0.5-2.0)

Steinmetz& Potter 63
1993, Australia

220/438
population

red meat

a8.3 vs s3.9 x/wk
a7.2 vs s3.4 x/wk

1.6 men
1.5 women

(0.8-3.1)
(0.7-3.0)

Sandler e t a l . 6 4
1993, USA

236/409
adenomas
colonoscopy

beef

a2.6 vs s0.6 x/wk
a2.3 vs s0.5 x/wk

2.1 men
1.6 women

(0.8-5.2)
(0.7-3.5)

Konoetal.65
1993, Japan

187/1,557
adenomas
colonoscopy

total meat

&4 vs < 2 x/wk

1.5

(0.9-2.4)

Benito e t a l . 6 6
1993, Spain

adenomas

Centonze et a l . 6 7
1994, Italy

119/119
population

'fresh' meat

a132 vs < 8 8 g / d a y

0.7

(0.4-1.4)

Kampman et a l . 6 8
1995, Netherland

232/259
population

red meat

> 9 4 vs < 5 2 g/day

0.9 men
2.4 women

(0.4-1.8)
(1.0-5.7)

Kotake et a l . 6 9
1995

363/363

beef

1.7 colon
0.8 rectum
0.8 colon
1.6 rectum

ns *
ns
ns
s

no association"

pork

LaVecchiaetal.™
1996, Italy

1,326/2,024
hospital

red meat

a4x/wk vs <4x/wk

1.6

(1.4-1.9)

Shannon e t a l . 7 1
1996, USA

424/414
population

red meat

highest vs lowest quartile

1.5 men
0.7 women

(0.8-2.7)
(0.4-1.4)

DeStefanietal.72
1997, Uruguay

250/500
hospital

red meat

highest vs lowest quartile

2.6 colon
2.9 rectum

(1.5-4.5)
(1.5-5.5)

1,953/4,154
hospital

red meat

a6.3 vs <3.5 x/wk

1.1

(0.9-1.4)

LeMarchand et a l . 7 4
1997,Hawaii(US)

1,192/1,192
population

red meat

a82 vs < 2 3 g/day

1.8 men
1.0 women

(1.2-2.7)
(0.6-1.5)

Kampman et al. "
1999, USA

1,542/1,860
population

red meat

>8.8x/wk vsvs s2.2 x/wk

0.9 men
1.0

(0.7-1.3)
(0.7-1.5)

Franceschi et al.
1997, Italy

n

>6.2x/wk vsvs s1.5 x/wk

NG= Confidence Interval notgiven
* paper notavailable
*carcinoma if notmentioned otherwise
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CHAPTER2

COLORECTALCANCERRISK I N HNPCC FAMILIES:
DEVELOPMENTDURINGLIFETIME AND I N SUCCESSIVE
GENERATIONS
Members of hereditary non-polyposis colorectal cancer (HNPCC) families
develop colorectal cancer at a much higher rate, and at a much younger age,
than the general population. To quantify lifetime colorectal cancer risk in
HNPCC family members, we calculated the cumulative incidence (CI) in
different age categories, and compared this to the general population.
Furthermore, we investigated whether successive generations of HNPCC
families had earlier onset of disease.
In 51 HNPCC families, selected accordingto the "Amsterdam criteria", the CI of
colorectal cancer at age 75 was 40%, compared to only 4% in the general
population. The CI ratio (CIR) of HNPCC family members relative to the general
population was 148 at age 40, 79 at age 50 and 11 at age 75. Comparing
successive generations of HNPCC families, the CI at age 75 increases from 19%
in the ancestorsto 32%in the firstgeneration and 55%in the second generation.
However, Cox proportional hazard analysisshowed thatthisgeneration effect(RR
per generation: 1.8, 95% CL = 1.4-2.2) largely disappears after adjustment for
year of birth.
In summary, at young ages, HNPCC family members experience an up-to-150
times higher risk for colorectal cancer than the general population. This risk
difference declines from age 60 onwards. The earlier age of onset in successive
HNPCC generations does not appear to be a biological feature of HNPCC, but
reflects asecular time trend in cancer occurrence in these families, similar to that
inthe general population.

INTRODUCTION
Colorectal cancer is one of the most c o m m o n types of cancer in the Western w o r l d .
Besides environmental and dietary factors, genetic or hereditary factors are considered
relevant, both with respect to adenomatous precursors and the malignancy itself. Fuchs et
a/, found, in the Nurses' Health Study and the Health Professionals Follow-up Study, a
1.7-fold increased risk of colorectal cancer in subjects with a family history of colorectal
cancer in first-degree relatives, as compared with those w i t h o u t a family history of the
disease 5. Besides this increased risk in the general population, some cancer-prone
families experience an extremely high risk of colorectal carcinomas. There are several
hereditary diseases w i t h an excess risk of colorectal cancer, e.g., familial adenomatous
polyposis (FAP) and hereditary non-polyposis colorectal cancer (HNPCC). HNPCC, which

23

Chapter2

was first described byWarthin (1913) 20 and named cancer family syndrome in the 1960s
21

, isadisease with adefinite hereditary component. This autosomal-dominant disease is

caused by a germline mutation in one of at least 4 known mismatch repair genes
(UMSH2, hM/.H1, hPMS1, hPMS2) 85. It is characterised by susceptibility to colorectal
cancer, frequently localised in the proximal colon, and with an early age of onset 22;23.
HNPCC probably accounts for about 1-5% of cases of colorectal cancer

86;87

. Age at

diagnosis of colorectal cancer in individuals from HNPCC families is approximately 45
years

22 2 88 92
- "; - /

whereas only 5% of the colorectal cancer patients in the general

population is diagnosed before the age of 45 (Netherlands Cancer Registry, 1989-1992).
Furthermore, members of HNPCC families appear to develop extracolonic tumours more
often than the general population. In particular, tumours of the stomach, urinary tract and
endometrium belongto the HNPCC tumour spectrum 22;24. In HNPCC families, an earlier
ageat diagnosis in successive generations has been described 23;27, which might reflect an
earlier onset of disease,;'.e.anticipation.
The presence of aregistry of hereditary tumours, aswell asacomplete nationwide cancer
registry in The Netherlands, provides the opportunity to compare colorectal cancer risk in
HNPCC families and inthe general population. The purpose of our study was 2-fold: first,
to quantitatively assess the risk of colorectal carcinomas in HNPCC families, and to
compare this risk with the risk of colorectal carcinomas in the general population; and
second, to investigate the development of colorectal cancer risk over a lifetime, and to
determine whether this risk differs insuccessive generations of HNPCC families.

POPULATION A N D M E T H O D S

HNPCC families
In the Netherlands, registration and screening of HNPCC families is coordinated by the
Foundation for the Detection of Hereditary Tumours. If HNPCC is suspected in a family,
agenealogical tree of the family isconstructed. For inclusion of afamily in this study, the
"Amsterdam criteria" proposed by the International Collaborative Group on HNPCC
(ICG-HNPCC) in 1991 were used. These are as follows: 1) at least three relatives with
histologically verified colorectal cancer, one of them being a first-degree relative of the
other two; 2) at least two successive generations should be affected; 3) in one of the
relatives colorectal cancer should be diagnosed before age 50; and 4) Familial
Adenomatous Polyposisshould beexcluded 93.
In September 1994, 51 registered families, consisting of 313 cases and their 1,108 nonaffected first-degree relatives,were included on the basis of the "Amsterdam criteria". All
families met these criteria except that in 14 of them the diagnosis was confirmed by
medical reports instead of pathological reports. Small families with few cases and families

24
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with the majority of colorectal cancer patients in the older generations could not be
included exclusively on the basisof histological verifications. Excludingthese families from
the analysesdid not notably changethe results.Therefore, in allanalyses presented,these
14 families are included. Mutation analysis of the UMSH2and hMZ.H1 mismatch repair
genes was conducted in a clinical setting in 23 families, in 12 of which a mutated gene
could be detected. This number of families is too small to allow separate analyses of
familieswith andwithout amutation.
Colorectalcancer inthegeneral population
The Netherlands Cancer Registry (NCR) is a population-based cancer registry which
systematically collects dataon all malignant neoplasms occurring in The Netherlands since
1989

94

. After notification, mainly by pathology and haematology departments, the

medical records of newly diagnosed patients (and tumours) are collected. Relevant
information for the cancer registry is abstracted by trained registration clerks and
submitted to a regional cancer registry. After extensive checks for duplicate records, the
data are entered into the national database. The systematic completeness of the
registration is estimated to be 98.5%. We used incidence data from the NCR in 19891992, aswell asinformation on the age distribution of the population of The Netherlands
in 1992 94.

Dataanalysis
From the 51 genealogical trees, only those cases of colorectal cancer for which a
pathological-anatomical or other medical report was available, were included in the
analyses. Thus, subjects whose colorectal cancer could only be based on family history
information were excluded (n=41). Because the data used in this study are partly derived
from genealogical treesthat go back to the beginningof this century, not all information on
ageatdiagnosis and death isavailable.Asthese datesare required to determine the person
years of observation, people for whom this information was missing could not be included
(60 cases, 134 relatives) in the analyses.This resulted in inclusion of atotal of 212 patients
with verified colorectal cancer and 974 non-affected first-degree relatives. Whenever date
of birth was included inthe survival analysis, another 24 (ofthe 974) non-affected relatives,
ofwhom ageatdiagnosisor deathwas known but nottheir date of birth, were excluded.
To quantify lifetime risk,we calculated the cumulative incidence (CI,), beingthe probability
for an individual to develop the disease before age t 9 S . The estimated CI at a certain age
(CI,) is based on the age-specific incidence rates,taking into account the length of the age
categories aswell asthe proportion of people at risk at the beginning of each subsequent
age category % . The 95% confidence limits (95% CL) of CI, are derived from the Poisson
distribution of the observed number of cases 97. In the data from The Netherlands Cancer
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Registry,the age-specific incidence rate isthe number of new cases, in 1989-1992, in a 5year agegroup per 100,000 individuals of that 5-year agegroup. To study anticipation, we
calculated CI, for successive generations in HNPCC families. Each family was subdivided
into generations, starting with one (or a pair of) common ancestor(s), and each following
generation being the next horizontal line in the genealogical tree. The first generation
consistsofthe children ofthe ancestors,thesecondgeneration consists of allthe children of
the casesinthefirstgeneration,andsoon.
Time from date of birth until diagnosis was used assurvival time. Subjects who were not
affected by colorectal cancer or had died from other causes before the end of the study
period were treated as"censored" observations. To account for differences in gender, year
of birth and year of diagnosis, we conducted survival analysis using Cox proportional
hazards regression modelling9B. Generation, birth cohort or year of birth, and gender, were
entered inthe model separately and in combination. The proportional hazards assumptions
were foundto bevalidfor each ofthevariables.

RESULTS

Description ofthe HNPCC population
Table2.1.Descriptivedata ofhistologicallyverifiedcolorectalcancerpatients in 51HNPCCfamilies.

Characteristics
Age at diagnosis mean
Localization tumour

±sd

Total

Men

(n=212)

(n=115)

43.6 ± 1 2 . 4

44.: ±12.5

Women
(n=97)
42.9 ± 1 2 . 1

69 ± 1 3

n (%)

Proximal

112 (52.8)

62 (53.9)

50 (51.5)

817 (31.6)

Distal

87 (41.0)

45 (39.1)

42 (43.3)

1767 (68.4)

Unknown

13 (5.6)

8 (7.0)

5 (5.2)

Stageat diagnosis

n.a.t

n (%)

A

10 (4.7)

7 (6.1)

3 (3.1)

434 (16.2)

B

90 (42.4)

49 (42.6)

41 (42.3)

822 (30.8)

C

58 (27.4)

33 (28.7)

25 (25.8)

538 (20.1)

D

17 (8.0)

7 (6.1)

10 (10.3)

481 (18.0)

Unknown

37 (17.4)

19 (16.5)

18 (18.6)

397 (14.8)

* Generalpopulationdata,from"ComprehensiveCancerCentreMiddleNetherlands"
+n.a., not applicable
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Fifty-one HNPCC families consisted on average of 3 generations, with 28 first-degree atrisk members per family, of which an average of 6 had acolorectal carcinoma. Table 2.1
describes the characteristics of the histologically verified colorectal cancer patients in the
51 HNPCC families. Mean age at diagnosis of patients with colorectal cancer was 43.6
years in the overall group, whereas it was 65 (n=3), 49 (n=73), 41 (n=116) and 33
(n=20) years in the ancestors, and first, second and third generation, respectively. No
cases have occurred in the fourth generation sofar. More than 50%of the tumours were
localised in the proximal colon. The majority of the tumours (70%) were in Dukes stageB
and C at diagnosis. Of the patients with colorectal cancer, 24% (n=51, data not shown)
developed more than one colorectal carcinoma. Sixty-two other primary, extra-colonic,
tumours were diagnosed before or after the colorectal tumour in these patients. Twentyone were tumours located in the endometrium, 5 in the urinary tract including the
bladder, 6 in the stomach, 3 in the small intestine, 3 in the prostate, 4 in the ovaries, 4 in
the breast, 1 inthe lung, 9 atother sites and 6at unknown sites.
Table 2.2.Cumulative incidence data(95%confidence limits)forcolorectal cancer in 51 HNPCC families in
comparison withthegeneralpopulation(NCR, 1995).
HNPCCfamilies
Age
(years)

Cumulative
# ofcases

CI atage t (Cit)
(95%confidence limits)

Initially
atrisk

0-19
20-24

2
6

1186
1071

25-29
30-34

24

1007

55

35-39

905
799

40-44

90
122

45-49
50-54

153
167

55-59
60-64

184

301

195

233
171
123

65-69
70-74
75-79
80-84
85+
:

207
210
212
212
212

HNPCC(per(1000)

Cumulative

NCR (per1000)

Incidence
Ratio(CIR)

(0-4.2)
(1.8-9.4)

0.1

(0.06-0.16)

16.4

0.2

24.3(15.7-32.8)
59.6(47.4-71.7)

0.3
0.4

(0.15-0.21)
(0.23-0.30)

92.5

(90-118)

0.7

(0.36-0.46)
(0.63-0.77)

144.3
148.4

662

153 (136-169)

1.4

(1.3-1.5)

110.7

517

210 (190-229)
242 (226-259)

2.7

(2.5-2.8)
(4.7-5.2)

78.9
48.7

395

81
43
17

1.8
5.6

104

291 (268-313)
331 (308-353)
386 (355-415)
405 (383-426)
425 (397-451)

_*
_*

5.0
8.8

31.2

(8.5-9.4)

33.0

14.9 (14.5-15.3)
24.2 (23.7-24.8)
36.7 (36.0-37.3)
53.2 (52.3-54.1)
72.6 (71.4-73.7)

22.2
15.9
11.0

108

(105-110)

8.0

.*
_*

Notcalculated becauseofthesmallnumberofsubjects initiallyatriskin HNPCCfamilies.
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Comparison of lifetime risktothe general population
In HNPCC families the CI of colorectal cancer at age 75 (Cl75) is 40.5% (Table 2.2),
whereas in the general population it is only 3.7% at that age. In the general population
the C\mime is about 10% and increases most clearly after age 65 (Figure 2.1). In HNPCC
families CI7S exceeds 40% and increases mainly in the age categories from 30-65 years.
The CI issomewhat higher among men than amongwomen, both in HNPCC families and
the general population (Figure 2.1).
Due to the above pattern the CIR of HNPCC families relative to the general population is
highest in the younger categories (CIR = 148.4). Because of the increase in colorectal
cancer incidence in the general population after age 60, the CIR decreases over lifetime to
about 10.
Cumulative
Incidence (%)
60

-NCR(all)

-NCR(men)

-NCR(women)

-HNPCC(all)

- HNPCC(men)

-HNPCC(women)

Figure 2.1. CIof colorectal cancer bygender in HNPCC families and the general population.
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Anticipationwithin successive HNPCC generations
Figure 2.2 shows the CI according to age in successive generations of HNPCC families.
The CI increases in each successive generation, which indicates that the age-specific
incidence rates tend to increase more rapidly. In the ancestors there are no histologically
verified casesbeforeage55;the CI7J is18.9%. Inthe firstgeneration the CI is14.6%atage
50and increasesfurther to 32.4%atage 75.Clso inthesecond generation is26.8%and CI7S
is 55.0%. In the third generation Cl45 is 27.8%. No estimate can be given for the Clso and
CI7S sincethere hasbeen no observation time inthe older agecategories sofar. To account
forthe differences in observationtime within the different generations, survival analysiswas
conducted. The survival curves of time from birth until diagnosis of colorectal cancer differ
significantly between the successive generations in HNPCC families. Hazard rate ratios(RR)
increase significantly inthesecond andthird generation,ascompared to thefirst generation
in a univariate model (Table 2.3). There is an increasingtrend over successive generations
(RRpergeneration: 1.78;95%CL1.43-2.20).

Cumulative
Incidence(%)

20

25

30

35

40

45

50

55

60

65

70

75

80

85

85+

Age (Yrs)
—•—ancestors

— • — 1stgeneration

—A—2nd generation

#

3rd generation

Figure 2.2. CIof colorectal cancer in successivegenerations of HNPCC families.
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To study whether the generation effect can be explained by a secular time trend, we
repeated the analysis using birth cohorts, categorised in five 25-year intervals for year of
birth, as the explanatory variable. We observed an increase in RRs over successive birth
cohorts (Table 2.3), with asignificant trend (RRper birth cohort: 1.72; 95%CL 1.40-2.10).
Moreover, when adding both generation and year of birth to the model, the RRs for
generation effect were no longer significant (Table 2.3, RRthird generation: 1.21), whereas
year of birth remained significant. Sincethe colorectal cancer risk inthe general population
is slightly lower for women (Figure 2.1), and to compensate for potentially different sex
distributions in successive HNPCC generations, the multivariate model was genderadjusted. Estimates were not notably affected, although we indeed observed a20% lower
risk inwomen (95%CL = 0.61-1.06).
Table2.3.Coxproportionalhazards regression modelcomparingHNPCCgenerations.
numberof subjects
initially
atrisk

totalno.
ofcases

univariate
Model *

RR(95%confidence limits)
multivariate
modelt

generation!!
ancestors
first
second
third

3
37
116

311
529

20

291

birthcohort
< 1899
1900-1924

5
64

1925-1949
1950-1974

108
35

37

55
235
395
418

0.31 (0.10-0.97)
1.00*
1.93 (1.42-2.64)
2.47 (1.44-4.22)

0.34

0.71

(0.21-2.42)

1.00*
1.25

(0.85-1.84)

1.21

(0.63-2.32)

(0.14-0.85)

1.00*
1.86
2.34

(1.32-2.62)
(1.44-3.81)

* RR=1.78 (95% CL = 1.43-2.20) when generations scored 1-5; for birth cohort RR=1.72 (95% CL =
1.40-2.10)
t adjustmentofgenerationfor birth cohortwasdone usingyearof birthasacontinuous variable
11 thefourth generationcontributed 'survivaltime' but nocases
* referencecategory

DISCUSSION

In this population of Dutch HNPCC families, cancers of the colon and rectum occur up to
150 times more frequently than in the general Dutch population, especially at younger
ages.Inthegeneral population,the majority of colorectal cancer casesdevelop after age65,
whereas in HNPCC family members, mosttumours develop beforethis age.The earlier age
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atdiagnosis insuccessive generations of thesefamilies appearsto resultfrom asecular trend
incancer occurrence and notfrom abiological featureof HNPCC.
Riskofcancer in HNPCC families
We found a40%CI of colorectal cancer at age 75 in first-degree HNPCC family members,
theoretically consisting of 50% gene carriers and 50% non-carriers. Vasen et a/, assessed
cancer risk in a large series of gene carriers and estimated the lifetime risk of colorectal
cancer to be 80% " . Aarnio et a/, observed a similar cumulative lifetime risk of 78% in
putative HNPCCgenecarriers88.
Dueto the sourcesofthe incidence data,differences inthe selection of subjects might have
ledto biases inthe CIR,dueto either over- or underestimation of the CI in HNPCC families
and/or the general population. The HNPCC families are a fixed cohort, showing an
increasingtrend in the risk of cancer over several decades,whereasthe incidence figures in
the general population were based on cross-sectional data (1989-1992) of a dynamic
population. Therefore, the time period of diagnosis in younger cohorts of HNPCC families
largely corresponds to that of the NCR 94. However, the older cohorts of HNPCC families
havealso been compared to recent incidence dataofthe general population. Datafrom the
oldest regional cancer registry inThe Netherlands, the Eindhoven Cancer Registry2, show a
marked gradual increase in incidence of colorectal cancer sincethe 1970s,especially in the
higher age categories. Therefore, the true incidence in the older age categories of the
general population may be overestimated.The CIR of 148 at age40 isprobably reasonably
realistic,whereasthe CIRsintheolder agecategoriesare underestimated.
Overestimation of risk in HNPCC family members may occur since families were only
included in the study if they had the required minimum of 3 cases of colorectal cancer.
Sincethe average HNPCC family hasanaverage of 6colorectal cancer cases,the CIR might
theoretically be overestimated by afactor 2, but even this would still leave avery large risk
difference between HNPCC families andthe general population.
The use of the "Amsterdam criteria" may have resulted in false-positive families, based on
chance aggregation of tumours, aswell asfalse-negative families, due to the low probability
of finding 3 cases of colorectal cancer within small families

1C0

. DNA analyses of the

mismatch repair genes may resolvethis problem inthe future. Until now, DNA analysishas
only been successfully performed in a limited number of families. Therefore, our results
reflect colorectal cancer risk for all first-degree family members and not only for gene
carriers.
Smaller biasesmay berelatedto the methods ofcalculation of CIsand of data analysis. First,
we did not strictly adhere to the "Amsterdam Criteria" since we included 14 HNPCC
families, in which some diagnoses were based on medical reports only, without histological
verification. It is not likely that this has seriously affected the CIR, since the results of the
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survival analysis were not markedly affected by excluding these families. Second, the
incidence ratesof the NCR include 1-5% HNPCC casesB6;87 in the rates'numerator, aswell
as observation time of prevalent cancer cases in the denominator. This may have had a
small but unknown neteffect onthe incidence rateand,consequently, ontheCIR.
Anticipation ofcancer in HNPCC
Asobserved by others 23;27, the age at diagnosis decreases in successive generations within
HNPCC families. This might reflect an earlier onset of disease in successive generations(i.e.
anticipation), but it could also be due to ascertainment bias:the chance of finding HNPCC
families with youngcasesin recentgenerations islargerthan that offinding HNPCC families
with youngcases in older generations. Furthermore, follow-up of the younger birth cohorts
does notexceedthefirst 5decadesof life,whereas it coversthe entire lifespan inthe older
birth cohorts. Consequently, the mean age at diagnosis in the younger birth cohorts is
necessarily restricted to the younger age range, whereas it can be much higher in older
generations.When survivalanalysiswas usedto account forthesedifferences in observation
time, we did observe an increasing relative risk of colorectal cancer in successive
generations of HNPCC families. However, RRsfound for generations were similar to those
found for birth cohorts in univariate analyses. Adjusting the effect of generation for the
secular trend resulted in non-significant RRscloseto unity, suggestingthat the higher risk at
younger ages in successive generations can be attributed to asecular trend in cancer rather
thanto ageneration effect.
Inother hereditary forms of cancer such asmelanoma and breastcancer, similar findings of
generation and birth cohorteffects havebeen found 101;102.
In the general population, an increase in incidence of colorectal cancer, although less
marked, hasalso been observedover the lastdecades,especially inthe older agecategories
2

. The survival analyses show that the increasing disease risk in successive HNPCC

generations is not a disease characteristic per se, but is likely to reflect a secular trend of
colorectal cancer risk within these families. This suggests that both hereditary and sporadic
colorectal carcinoma have shared etiologic factors, e.g. in terms of dietary and
environmental exposure patternsthatchangedduringthe pastcentury.
However, it could also be postulated that part of the trend in HNPCC isdue to progress in
medicine. Diagnostic procedures have changed during the century, colonoscopy has
become more widely available, and health awareness has increased,the latter two factors
particularly in HNPCC families. First, HNPCC caseswere included only when the diagnosis
was histologically verified. Because of the smaller percentage of histologically verified
diagnoses inthe older generations inour HNPCC families,this may partially account for the
generation effect observed.The number of ancestorswassmall,however, andwe used the
first generation as the reference category in the survival analysis. Second, screening of
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HNPCC family members may have contributed to the younger ageat diagnosis. However,
there were only 11 screening-detected cases in the dataset, too few to justify separate
analyses or to account for serious bias in the observed associations. On the other hand,
HNPCCfamily members may have undergone colonoscopy and prophylactic polypectomy,
which may have ledto an underestimation ofthetrue colorectalcancer risk.
In conclusion, our data confirm that HNPCC families have a very high risk of colorectal
carcinoma ascompared to the general population, especially before age 50, with a trend
toward higher incidence in successive generations. This, however, is not necessarily a
genetic characteristic of the disease, but may simply reflect the same secular trend as
observed insporadic colorectal carcinoma.
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CHAPTER3

NO MAJORDIFFERENCE
I N K-RAS ANDP53 ABNORMALITIES I N
SPORADICAND HEREDITARYNON-POLYPOSIS
COLORECTALADENOMAS
K-ras and p53 gene mutations are known to occur in high frequencies in
sporadic colorectal cancers, but findings are inconsistent in Hereditary Non
Polyposis Colorectal Cancer. We compared K-ras and p53 abnormalities in
colorectal adenomas from HNPCCand sporadic patients,to examine whether
they mayrepresentsimilarordifferent molecular pathwaystocancer.
In48 HNPCCand 59sporadic colorectaladenomascodon 12and 13ofthe Kras gene were examined for mutations using Mutant Allele Specific
Amplification (MASA)-PCR,and p53 protein overexpression wasassessedusing
immunohistochemicalmethods.
In sporadic adenomas K-ras mutations were detected in 32% and p53
overexpression in 31% of the cases. Similarly, K-ras mutations and p53
overexpressionwere bothfound in 25%of HNPCCadenomas.Thefrequencies
of these abnormalities were not significantly different between HNPCC and
sporadic adenomas. When taking differences in adenoma size into account,
the frequencies were even more similar. The type of mutations in K-ras
(transversionvstransition)diddiffer between HNPCCandsporadicadenomas.
These resultsprovide evidence for asimilar molecular pathway to adenomas in
HNPCC andsporadic carcinogenesis,with respectto involvement of K-rasand
p53.

INTRODUCTION
Hereditary as well as environmental factors play an important role in the etiology of
colorectal adenomas and subsequently colorectal cancer. Duringthe adenoma-carcinoma
sequence several mutations in oncogenes and tumor-suppressor-genes are acquired. In
sporadic colorectal cancer the Adenomatous Polyposis Coli (APC)-"gatekeeper"-gene,
underlying Familial Adenomatous Polyposis, is one of the first targets for a somatic
mutation 9; subsequently mutations in other genes (e.g. K-ras, p53) may occur 7.
Hereditary Non Polyposis Colorectal Cancer (HNPCC), is a distinct hereditary disease
leading to colorectal cancer. HNPCC is caused by germline mutation in one of at least
four mismatch repair genes85. Mismatches in microsatellite sequences, which often occur
during normal DNA replication, are not repaired if one of the mismatch repair genes is
mutated 103. This microsatellite instability gives riseto a mutator phenotype and occurs in
about 80-90% of HNPCC tumors and also in a small proportion (10-15%) of sporadic
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colorectal cancers 16;17;18. The genetic instability reflected in replication errors (RER), the
frequent mutations in the Transforming Growth Factor Btype II receptor (TGFB-RII) 104,
and the more favorable prognosis of HNPCC patients versus sporadic patients 10S,suggest
different molecular pathways of sporadic and HNPCC carcinogenesis. On the other hand,
the initiating mutation in the APC gene in sporadic carcinogenesis isalso frequent in RER
positive carcinomas 28. Moreover, RER positive carcinomas are also reported to harbor
somatic mutations in the K-ras and p53 genes 16;106. In sporadic colorectal cancer K-ras
and p53 are both involved in about 50%of the tumors, K-ras also occurring in about half
of the largeadenomas and p53 in alower percentage of adenomas 7.
Recently afew studies have addressed the issue of K-ras and p53 mutation frequencies in
HNPCC or mismatch repair related carcinomas 29-106'107. However, these studies were
often relatively small (18-27 HNPCC or RER+ cases) and may therefore have resulted in
inconsistent findings asto the frequency of these mutations (varyingfrom 6-61% for K-ras
mutations and 12-64% for p53 mutations or overexpression). Frequencies of K-ras and
p53 abnormalities in earlier stages of HNPCC carcinogenesis have not been studied
systematically. We have conducted a study of HNPCC as well as sporadic colorectal
adenomas and examined whether these adenomas develop by distinctly different
molecular pathways,with respectto acquired abnormalities in the K-rasand p53 genes.

MATERIALS A N D M E T H O D S

Study population
A case control study on dietary factors, genetic susceptibility and DNA-damage in
colorectal adenomas was conducted between December 1995 and February 1998.
Histological material wasobtained from 59 sporadic and 48 HNPCC colorectal adenomas
resected at endoscopy. Sporadic cases were recruited by the Departments of
Gastroenterology of the Nijmegen University Hospital and two regional hospitals
(Rivierenland, Tiel; Gelderse Vallei, Ede-Wageningen-Bennekom). The families of all
HNPCC casesfulfilled the Amsterdam criteria for HNPCC 2S: at leastthree members in at
least two successive generations must have colorectal cancer, with at least one case
diagnosed before the age of 50 years; one of the affected members should be a firstdegree relative of the other two; Familial Adenomatous Polyposis should be ruled out.
HNPCC caseswere first-degree relatives of colorectal or endometrium cancer cases, and
were recruited in a similar fashion, either by the Nijmegen University Hospital or the
Netherlands Foundation for the Detection of Hereditary Tumors which keeps aregistry of
HNPCC families in The Netherlands. For most HNPCC participants no information was
available on their gene carrier statusfor the mismatch repairgenes.
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All participants were Dutch-speaking and of Western European origin, diagnosed before
the age of 75, without a history of colorectal cancer, colon resection, polyposis coli, or
inflammatory bowel disease. Sporadic cases were excluded if they had had previous
adenomas more than 3 years before entrance to the study. Eligible patients were
informed about the study by the gastroenterologist participating in the conduct of this
study or by the Netherlands Foundation for the Detection of Hereditary Tumors, after
approval of their 'physician in attendance'. Of the 319 subjects who initially agreed to
participate in the study 22, (7%) did not return questionnaires (on dietary and lifestyle
factors, family history of cancer, bowel complaints, etc.) and 21 (6%) appeared not to
meet the eligibility criteria retrospectively, resulting in 122 cases and 154 controls
available for further study. Only adenoma cases were used in the analyses described in
this paper. From 15 of the 122 cases no tumor material could be retrieved and they were
therefore excluded from the current analyses.
Tumors
Clinical information, regarding the part of the colon inspected, the location of adenoma,
and possible other abnormalities, was retrieved at endoscopy. In each subject who had
adenomas at more than one endoscopy, the adenomas diagnosed closest to the date of
entrance to the study were used. Characteristics of these adenomas were retrieved from
histology reports. Adenoma characteristics and information on K-ras and p53
abnormalities were recorded for the largestadenoma diagnosed duringthat endoscopy.
K-rasmutation analysis
DNA was isolated from paraffin sections.After deparaffination and rehydration,tissuewas
incubated for 18 hours at 56°C with 0.5 mg/ml proteinase K (Boehringer Mannheim,
Almere, The Netherlands) in 500 |xl cell lysis solution (DNA-isolation kit; PureCene
Gentra Systems Inc., Landgraaf, The Netherlands) and additionally 72 hours at 37°C. After
cooling the samples to 4°C, protein was precipitated. To the supernatant, 500 ui
isopropanol was added for DNA precipitation. After washingthe pellet with 70% ethanol
at4°C and centrifugation, DNA wasair-dried and rehydrated.
Codon 12 and 13 of the K-ras gene were examined for mutations by Mutant Allele
Specific Amplification (MASA)-PCR. A mixture of primers corresponds to variants of the
first (set A) and second (set B) nucleotide of codon 12, or the first (set C) or the second
(set D) nucleotide of codon 13. The following primers were used:
for wild-type Ki-ras: 5'TGTCCTAGTTGCACCTG;
SetA 5'TGTGGTAGTTGGAGCTC, 5'TGTGGTAGTTGGAGCTA, and
5'TGTGGTAGTTGGAGCTT;
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Set B5'CTGGTAGTTGGAGCTGT, 5'GTGGTAGTTGGAGCTGA, and
5'GTGGTAGTTGGAGCTGC;
SetC5'GGTAGTTGGAGCTGGTC, 5'GGTAGTTGGAGCTGGTA, and
5'GGTAGTTGGAGCTGGTT;
SetD 5'GTAGTTGGAGCTGGTGC, 5'CTAGTTGGAGCTGCTGA, and
5'GTAGTTGGAGCTGGTGT.
For all PCRsthe same 3'-primer was used: 3'TCAAAAGAATGGTCCTGGACC.
MASA-PCR was performed in 35 cycles (0.5', 94°C; 0.5', 60°C; 1', 72°C) using 300 ng
DNA, 200 u.Mof each dNTP, 20 pmol of each primer, 0.3 U of Thermoperfect Plus DNA
polymerase (Integra BV,Zaandam,The Netherlands), 20 mM (NH 4 )S0 4 , 75 mM Tris-HCL
pH 9.0, 0.01%Tween and 2.5 mM MgCI2. Following amplification, 15 (LL)of each reaction
mixture was loaded on a 2% agarose gel, electrophoresed and stained with ethidium
bromide.
On those samples that gave negative results with one single round of PCR, a nested PCR
was performed. In the first round of this nested PCR (35 cycles; 0.5', 94QC; 0.5', 55QC;
1', 72QC) we added 100 ng of DNA and used ACTCATGAAAATGGTCAGAG (3'-primer)
and GTACTGGTGGAGTATTTGATAG (5'-primer) as primers. For the second round (25
cycles; 0.5', 94QC; 0.5', 60SC; 1', 72SC) primers sets and reaction conditions were the
same asdescribed above for the MASA-PCR. The only difference was that 1 (xlof a1:100
dilution of the first PCRproduct was used instead of 300 ng DNA.
P53 immunohistochemicalanalysis
As many adenomas were too small to provide sufficient amounts of DNA for performing
p53 mutation analysis, immunohistochemistry methods were used to assess p53
overexpression. Paraffin sections were mounted on charged glass slides (Superfrost) and
dried overnight at 60°C. Sectionswere deparaffinized and rehydrated.Microwave antigen
retrieval was performed by boiling the sections in 10 mM citrate-buffer pH 6,0 for 5 min.
Additional buffer was added and the sections were boiled for another 5 min. and then
allowed to cool to room temperature for 45 min. Sections were rinsed in PBS.
Endogenous avidin/biotin was blocked with an Avidin/Biotin Blocking Kit (Vector
Laboratories, Burlingame CA, USA). Endogenous peroxidase activity was blocked by
incubation in 0,6 % H 2 0 2 for 30 min. Sections were rinsed in PBS. Aspecific antibody
binding was blocked by pre-incubation of the sections with 10% normal horse serum in
PBS/BSAfor 10 min. Sections were incubated overnight at4°Cwith acocktail of two antip53 antibodies: 0,4 jug/ml DO-7 (Neomarkers, Fremont, USA) which recognizes both
mutant and wild forms of p53, and 1 A/g/ml 240 (Neomarkers, Fremont, USA) which
recognizes only the mutant form of p53. Negative control sections were treated with
PBS/BSA alone. Sections were rinsed in PBS, and antibody binding was visualized using
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the Vector ABC Elite kit (Vector Laboratories, Burlingame CA, USA) using 3,3'diaminobenzidine assubstrate and copper enhancement accordingto the manufacturer's
protocol. Finally, sections were dehydrated through graded concentrations of ethanol,
incubated inxylol and mounted with permount.
Stained sections were scored independently by a pathologist and one of the investigators
(C.N.P. v.M.). Inconsistencies (<10%) were discussed together to mutual agreement. We
have usedtwo cut-off points for determining p53 overexpression. Tumors were scoredas
p53 positive if more than 20% of the cells displayed nuclear positivity. As p53
overexpression in adenomas often takes a focal pattern

108;109
/

adenomas with strong

staining in 5-20% of cellswere also considered positive.
Dataanalysis
Totestdifferences intumor characteristics and frequencies of molecular abnormalities (Kras mutations and p53 overexpression) between the sporadic and the HNPCC groups,
Chi-square tests were used for categorical variables, or t-tests in case of a continuous
variable. Logistic regression was used to estimate the relative risk of a K-ras mutation or
p53 overexpression in HNPCC vs sporadic adenomas and to adjust for possible
confounding by tumor characteristics. As the indications for having an endoscopy may
differ for sporadic and HNPCC cases, factors related to the indication for endoscopy
(bowel complaints versus routine screening), such as presence of bowel complaints
(assessed by questionnaire), and part of colon visualized (type of colonic examination),
were alsotaken into account.

RESULTS

Table 3.1 shows the general characteristics of the study population. As expected, the
HNPCC cases were younger than the sporadic cases, while gender distribution was
similar in both groups. Sporadic cases more often reported having bowel complaints prior
to diagnosis of the adenoma(s). HNPCC casesoften had small solitary adenomas, whereas
the sporadic cases harbored larger adenomas accompanied by one or more other
adenomas. The adenomas in HNPCC patients were more often localized in the proximal
colon, while on the contrary sporadic adenomas were mainly found in the distal colon
and rectum. As some of these characteristics may be related to frequency of endoscopy
and the part of the colon visualized, we adjusted these analyses for 'type of colonic
examination' (full colonoscopy including coecum versus sigmoidoscopy or partial
colonoscopy combined with barium enema) and presence of bowel complaints. This did
not markedly change the association between adenoma characteristics and hereditary
(HNPCC) versussporadic statusof the cases(data not shown).
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K-ras mutations and p53 overexpression occur in similar frequencies in these adenomas
and do not significantly differ between sporadic and HNPCC adenomas (Table 1). In
HNPCC patients K-ras mutations were detected in 12 of 48 (25%) of adenomas. Of 59
adenomas in the sporadic group, 19 (32%) harbor at least one mutation in the K-rasgene.
The frequency of p53 protein overexpression was also similar in HNPCC (25%) and
sporadic adenomas (31%).

Table 3.1. General characteristics ofthestudypopulation andfrequencies ofK-ras genemutations andp53
proteinoverexpression; associations withsporadicvs HNPCCadenomas.

age (mean± SD)
gender
bowelcomplaintsll
fullcolonoscopy^

Sporadic
(n= 59)

(n= 48)

OR
(95% CI)*
HNPCCvs

n <%)

n (%)

sporadic

yes

18

±11
(58)
(42)
(53)
(47)

yes

50

(85)

men
women
no

55
34
25
20

HNPCC

±10t
(52)
(48)
(78)
(22)

0.93 (0.89-0.97)
1.0
(0.6-2.7)
1.2
1.0
(0.1-0.8)
0.3

46
25
23
32

(91)

1.0

(8)

0.5
1.0
0.4

9

no
adenoma characteristics*
adenomasize
1-4mm

9

(15)

43
4

16

(27)

27

(57)t

5-9 mm

18

11

(23)

alO mm

25
34

(30)
(42)
(58)

(19)
(73)
(27)
(60)t

0.5
1.0

(0.2-1.1)

(40)

2.6

(1.0-6.3)

1.0
0.7

(0.3-1.6)

0.2
1.0

25
43
11

(42)
(80)
(20)

9
35
13
26
17

no
yes
p53 protein overexpression
no

40
19

(68)
(32)

36
12

(75)
(25)

41

(69)

1.0

18

(31)

36
12

(75)

yes

(25)

0.8

singleadenoma
multiple adenomas
localization!!

distalcolon + rectum

proximal colon
molecularabnormalities*
K-rasgenemutations

(0.1-1.8)

(0.1-1.0)
(0.1-0.6)

(0.3-1.8)

• OR=Odds Ratio,95%Cl=95%Confidence Interval
t p<0.05,T-testforcontinuous,andChi-squaretestfor categorialvariables
1 presenceofbowel complaints (asreported byquestionnaire) was unknownfor21 sporadic and 7HNPCC
cases; the type of endoscopy (full colonoscopy: yes, including coecum; no, sigmoidoscopy or partial
colonoscopy combined with barium enema) was unknown for 1 HNPCC case; exact location ofthe
adenoma (proximal: coecum, ascendens, hepatic flexure, transverse; distal: splenic flexure, descendens,
sigmoid, rectosigmoid,rectum) wasunknownfor5sporadic and5HNPCCadenomas
t characteristics and molecular abnormalitiesofthe largestadenoma (incaseofmultiple adenomas)
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Crude logistic models showed slightly lower non significant odds ratios for the association
between family history (HNPCC versus sporadic) and molecular abnormalities (K-ras
mutation and p53 overexpression).
Asshown in Table 3.2, increasing adenoma size is positively associated with harboring Kras or p53 abnormalities in the sporadic group. Inthe HNPCC group the association with
adenoma size was of similar magnitude but not statistically significant. Having multiple
adenomas was positively associated with p53 overexpression in the HNPCC cases. The
location of the adenoma in the colon was not associated with differences in K-ras and
p53 abnormalities, neither in HNPCC nor in sporadic cases.
Table 3.2.Associationbetween molecular andclinical tumor characteristics in HNPCC and sporadic
adenomas.
clinicaltumor
andcase
characteristics

contrast

OR(95%CI)*ofmoleculartumor characteristics
K-rasmutation
p53 overexpression
sporadic
HNPCC
sporadic
HNPCC

age
gender
adenomasize
No.ofadenomas
locationincolon

per 10years
femalevsmale
per 5mm
multiple vssingle
Proximal vsdistal

1.2 (0.7-1.9)
1.0 (0.3-3.0)
1.5 (1.1-2.2)
1.4 (0.4-4.0)
0.6 (0.1-2.7)

1.0 (0.5-1.9)
0.4 (0.1-1.8)
1.5 (0.7-3.1)
2.5(0.6-10.0)
1.4 (0.3-5.6)

0.8 (0.5-1.4)
0.6 (0.2-1.8)
1.4 (1.0-2.0)
1.6 (0.5-4.8)
0.4 (0.1-2.0)

1.8 (0.9-3.6)
2.8(0.7-11.0)
1.5 (0.7-3.1)
4.1 (1.0-16.0)
0.4 (0.1-1.8)

' OR=Odds Ratio; 95%Cl=95%Confidence Interval

Table 3.3.Associationbetween molecular adenomacharacteristics andHNPCCvssporadic colorectal
adenomas.
OR(95%CI) HNPCCvssporadic
Model including
adjustments

K-ras

crude model
0.7 (0.3-1.6)
of HNPCCvssporadic adenomas
modelofHNPCCvssporadicadenomas
adjusted for:
adenomasize
locationadenoma
multiple adenomas
age
gender
bowelcomplaints
typeofendoscopy
size + complaints

0.9 (0.3-2.2)
0.6(0.2-1.6)
0.8(0.3-1.8)
0.8 (0.3-1.9)
0.7 (0.3-1.7)
0.5(0.2-1.4)
0.7(0.3-1.8)
0.9 (0.4-2.4)

p53
0.8 (0.3-1.8)

1.2 (0.5-3.1)
0.9 (0.4-2.2)
0.9 (0.4-2.1)
0.8 (0.3-2.0)
0.8 (0.3-1.8)
0.4 (0.1-1.1)
0.8 (0.3-1.8)
1.2 (0.5-3.2)

K-rasorp53

K-rasand p53

1.1 (0.5-2.5)

0.4 (0.1-1.6)

1.4
1.0
1.2
1.1
1.1
0.5
1.1
1.4

(0.5-3.4)
(0.4-2.6)
(0.5-2.7)
(0.4-2.7)
(0.5-2.5)
(0.2-1.5)
(0.4-2.5)
(0.5-3.6)

0.8
0.5
0.5
0.6
0.5

(0.2-3.3)
(0.1-1.9)
(0.1-2.0)
(0.1-2.1)
(0.1-1.6)

0.2 (0.0-1.1)
0.5 (0.1-1.8)
0.9 (0.2-3.6)
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We further examined whether differences in adenoma characteristics contributed to the
slightly lower frequencies of K-ras mutations and p53 overexpression in HNPCC
adenomas as compared to sporadic adenomas (Table 3.3). When taking differences in
adenoma size into account the frequencies of K-ras mutation, p53 overexpression, or
both, were even more similar between HNPCC and sporadic adenomas. Other
characteristics of the adenomas and age and gender of the patients changed the odds
ratios only slightly. Adjustment for the presence of bowel complaints slightly and nonsignificantly lowered the odds ratios.Adjustment for type of endoscopy did not markedly
change the odds ratios. When adenoma size and presence of bowel complaints were
added to the models simultaneously, the odds ratios showed no difference in frequencies
of K-rasand p53 abnormalities, but only adenoma size remained significant inthe model.
Details about the type of K-ras mutations in the 19 sporadic and 12 HNPCC adenomas
with K-ras mutations, are shown in Table 3.4. Multiple mutations in the K-ras gene were
detected in 9 (29%) of these 31 adenomas. The majority of adenomas with K-ras
mutations (94%) harbor a mutation in codon 12. Mutations in codon 13 occur in about
25% of adenomas with K-ras mutations, both in the sporadic and the HNPCC group.
Mutations in the second nucleotide of codon 12 and 13 were most common: CAT in
codon 12 (Gly-Asp), GTT in codon 12 (Cly-Val), and GAC in codon 13 (Cly-Asp),
consisting of 31%, 24% and 19% of all 42 mutations respectively. Sporadic adenomas
harbored transversion mutations more often (63%) than HNPCC adenomas (33%),
whereas transition mutations occurred more often in HNPCC (75%) than sporadic
adenomas (58%). Interestingly, all eight adenomas with K-ras mutations which were
located in the proximal colon, harbored atransition mutation, whereas only about half of
the distal adenomas with K-ras mutations harbored atransition.

DISCUSSION

Inthisstudy similar frequencies of both K-rasand p53 abnormalities could be observed in
HNPCC and sporadic colorectal adenomas. If the size of the adenomas was taken into
account, frequencies of K-ras and p53 abnormalities were even more similar between
HNPCC and sporadic adenomas. These results do not provide evidence for a different
molecular pathway to colorectal carcinogenesis in HNPCC, asfar as involvement of K-ras
and p53 isconcerned.
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Table3.4. SpecificK-rasmutationsinsporadicandHNPCCcolorectaladenomas*.
case age
yrs

gender

no. size

location

typeof

M/F

of

incolon

mutation

in mm

adenomas
1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19

74
54
46
70
40
51
64
53
64
50
58
50
62
74
61
56
53
41
47

M
M
M
F
M
F
F
F
M
M
F
F
M
M
M
F
F
M
M

7
3
1
1
1
1
1
2
6
2
3
1
3
1
3
3
1
1
1

20
15
25
3
2
20
2
20
10
25
5
10
13
7
20
30
8
20
5

20
21
22
23
24
25
26
27
28
29
30
31

56
43
53
64
28
51
52
29
47
57
38
37

M
F
M
M
M
F
F
M
F
M
M
M

1
6
2
1
1
6
1
1
3
1
9
1

3
15
10
2
2
4
10

8
3
4
10

sporadic adenomas
ascending
transition
sigmoid
transition+transversion
transversion
rectum
transversion
sigmoid
transition
rectum
transversion
rectosigmoid
ascending
transition
transversion
splenicflexure
transversion
sigmoid
rectosigmoid
transition+transversion
transversion
rectum
transition
sigmoid
transition
sigmoid
transition
sigmoid
transition+transversion
rectum
transition
rectum
ascending
transition+transversion
transversion
sigmoid
transversion
sigmoid
HNPCCadenomas
transition
hepaticflexure
ascending
transition
coecum
transition
transition
transverse
transition
overlapping
coecum
transition
transition+transversion
descending
transversion
rectosigmoid
transversion
descending
transversion
sigmoid
transition
sigmoid
transition
rectum

K-ras-12
(CCT=

K-ras-13

wildtype)

wildtype)

CAT
TCT/CAT
GCT
CCT
CAT
CTT

-

-

GAC

CTT
TCT
CTT/CAT
CTT
CAT
CAT

CTT/CAT
CAT
CTT
CCT/CCT
CTT

(GCC=

GAC

GAC
GAC

GAC

-

GAT
ACT
CAT
GAC
CAT
GAC
CAT
ACT
CGT/ACT CTT
CTT
CTT
ACT
GAC
CAT
-

* adenomacharacteristicsand K-rasmutationsaredescribedforthe largestadenoma.Regardingthelocation
inthe colon:coecum,ascendingcolon, hepaticflexureandtransversecolon areconsidered proximalcolon;
splenicflexure,sigmoid,rectosigmoidandrectumareconsidereddistalcolon.
We examined whether HNPCC and sporadic tumors develop by different molecular
pathways in the early stages of carcinogenesis. If HNPCC adenomas develop by a K-ras
and p53 independent pathway, one would expect a very low frequency of mutations in
these tumors. Our study of 59 sporadic and 48 HNPCC adenoma patients provides us
with a power of 80% (with 95% CI) to detect a difference, if the frequency of either
abnormality would be 35% in sporadic adenomas and 10%or less in HNPCC adenomas.
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The HNPCC status of the cases in this study was determined by family history
(Amsterdam criteria)25. Occurrence of the RERphenotype and mutations inthe mismatch
repair genes are only known in a small number of cases, and were therefore not taken
into account in the results presented. In arecent study by Brown et a/, no correlation was
seen between RER status and strength of family history except in HNPCC families 110.
Moreover, in a recent study consisting mainly of HNPCC families from The Netherlands,
fulfillment of the Amsterdam criteria was strongly associated with germ-line mutations in
MSH2 and MLH1 " \ However, our group of HNPCC cases may include some cases
without agermline mutation in one of the mismatch repair genes. In addition, our group
of sporadic cases may include some caseswith the RERphenotype. Therefore, some bias
resulting from misclassification may have diluted the differences between sporadic and
HNPCC adenomas.
K-ras mutations were assessed usingthe MASA method,amethod more sensitive than the
SSCP method which is often used 112. We evaluated mutations in codon 12 and 13, and
thereby may have missed a small number of potential mutations in codon 61, as they
account for up to 5% of the total number of mutations in colorectal cancer B. Of the
sporadic adenomas in this study 32% harbored a K-ras mutation, which is within the
range of frequencies (15-75%) found in other studies 113'114'115. The spectrum of mutations
isalsosimilar to that observed in other studies of colorectal adenomas and carcinomas. In
a large multi-center study of 2721 colorectal carcinomas the most frequently occurring
mutations were the CAT transition (31%) and the GTT transversion (23%) in codon 12,
and the GACtransition (17%) in codon 13 12. Frequencies in our study of adenomas were
31%, 24% and 19% of the 42 detected mutations, respectively. Noticeably, Andreyev et
a/, reported 8 1 %mutations in codon 12 and 19% in codon 13, and only rarely multiple
mutations in one carcinoma 12. However, of the adenomas with K-ras mutations in our
study 94% harbor mutations in codon 12 and 26% in codon 13, with 9 of 31 adenomas
(29%) harboring multiple mutations.
To assess overexpression of the p53 protein we used standard immunohistochemical
methods. In a study of colon carcinomas we found the concordance between p53
mutation analysis (SSCP of exon 5 to 8, followed

by sequencing)

and

immunohistochemical detection of p53 overexpression (same method as in this study,
using 20% cut-off point) to be 72%. In studies of carcinomas a cut-off point of 20% of
cells positively stained is often used to categorize overexpression 116;117. However, Yao et
al. and Shan et a/, described that adenomas often have a more focal pattern of staining,
with only asmall percentage of cells with strong staining 108;109. We have therefore used
two cut-off points for scoring p53 overexpression: 5-20% of cells with strong staining,
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which contributed about 25%to the total number of adenomas with overexpression, and
more than 20% of cells staining, which contributed about 75%to positive adenomas. In
total, we observed p53 overexpression in 3 1 % of sporadic colorectal adenomas, which is
within the wide range of 9-46% found in smaller studies of adenomas ^ n * ; " * " 0 ; 1 2 ' ; 1 2 2 .

|p

colorectal carcinomas, overexpression of the p53 protein is found in 40-50% 116>123'124/
which is somewhat higher than observed in adenomas, agreeing with the concept that
p53 ismutated in alater phase of colorectal carcinogenesis 7.
In carcinomas marked differences in mutation frequencies of K-ras and p53 have been
reported in HNPCC subjects.Two studies have reported low frequencies (6-17%) of K-ras
and p53 abnormalities in HNPCC carcinomas 29;107. In contrast, others reported relatively
high frequencies (25-64%) of these abnormalities 12'106-125. Inconsistencies between studies
may bedueto selection of patients and laboratory methods used,aswell asto the limited
size of moststudies.
This study of adenomas, as early stages in hereditary as well as sporadic colorectal
carcinogenesis, provides further clues to molecular pathways. We observed 25% of
HNPCC adenomas to harbor a K-ras mutation and also 25% with p53 overexpression,
frequencies similar to those observed in the sporadic adenomas. As harboring either of
these molecular abnormalities is significantly associated with the size of the adenoma,
frequencies were even more similar between thesetwo groups if adenoma sizewas taken
into account. Not accounted for in these analyses is the grade of dysplasia of the
adenomas, which may also be associated with molecular abnormalities 115-118'126. part of
the similarity in frequencies of K-ras mutations and p53 overexpression may therefore be
explained by the generally higher grade of dysplasia of HNPCC adenomas 127. However,
taking this into consideration, the results still point towards similar pathways in the
adenomatous stageof carcinogenesis,with respectto K-rasand p53 abnormalities.

Some differences in the type of K-ras mutations were observed between HNPCC and
sporadic adenomas. Transversion mutations occurred slightly more often in sporadic
adenomas, whereas transition mutations occurred more often in HNPCC adenomas
especially in adenomas in the proximal colon. This might point at a difference in the
causeof mutations between HNPCC and sporadic adenomas.
The similar frequencies of K-ras and p53 abnormalities in HNPCC and sporadic
adenomas may seem at variance with the differences in mutation frequencies found in
some studies in sporadic and HNPCC carcinomas, and the distinct clinical and prognostic
differences in HNPCC adenomas and carcinomas. We therefore postulate that, with
respect to K-ras and p53, the molecular pathways of HNPCC and sporadic colorectal
carcinogenesis diverge only in the development from large adenoma to carcinoma.
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Sporadic and HNPCC colorectal adenomas may develop through similar molecular
pathways, both startingwith an initiatingevent like an APC mutation,which may occur at
an earlier age in HNPCC subjects who are mismatch repair deficient. Both types of
adenomas accumulate mutations in K-ras and p53 at similar rates; due to their mutator
phenotype, HNPCC adenomas also accumulate other mutations like those in TGFfi-RII
leadingto agrowth advantage, and from that point onwards they progress to malignancy
much faster. It may be postulated that duringthis rapid progression to malignancy there is
less time to accumulate a higher percentage of additional mutations in K-ras and p53,
leading to larger differences in mutation frequencies between HNPCC and sporadic
tumors in later stagesof carcinogenesis.
In conclusion, the results of this study do not provide evidence for differences between
sporadic and HNPCC subjects in the molecular pathway to the early stage of colorectal
carcinogenesis, with respect to K-ras and p53 abnormalities. Possibly, similar endogenous
or exogenous factors may play a role in the etiology of sporadic and HNPCC colorectal
carcinogenesis. More carcinomas as well as adenomas of different size and grade of
dysplasia need to be evaluated before any definite conclusions about the molecular
pathways insporadic and hereditary colorectal cancer can bedrawn.

ACKNOWLEDGEMENTS

The authors thank Prof Dr Ruiter, Department of Pathology, Nijmegen University Hospital
for secondary review of the slides for p53 overexpression, and the Dutch Collaborative
Croup on HNPCC (C. Griffioen, J.H. Kleibeuker, P. Meera Khan, F.H. Menko, F.M.
Nagengast, B.G. Taal and H.F.A. Vasen) for supporting in the recruitment of HNPCC
cases. This work was supported by a grant from the Netherlands Digestive Diseases
Foundation.

48

ASSESSING THE HUMANINTAKE
OF HETEROCYCLIC AMINES:
LIMITED LOSSOF INFORMATION
USING REDUCEDSETS OF QUESTIONS

D.W. Voskuil
K.Augustsson
P.W. Dickman
P.van 'tVeer
C. Steineck

Submitted for publication

Dietaryassessmentofheterocyclicamines

CHAPTER4

ASSESSING THE HUMAN INTAKE
OF HETEROCYCLIC AMINES:
LIMITED LOSS OF INFORMATION
USING REDUCED SETS OF QUESTIONS

The aim of this study was to evaluate loss of information of a reduced food
frequency questionnaire, as compared to an extensive reference method,
developed to assessthe intake of heterocyclic amines (HCAs). Food frequency
data were linked to concentrations of HCAs in cooked foods to estimate the
individualdailyexposuretoacombination offiveHCAs.
The number of food items in the questionnaire was reduced and selected in
three ways: according to the contribution to the estimated total intake, the
between-person variance, or dishes included in other studies. The effect on
sensitivity, specificity, concordance, the correlation coefficient, kappa, and
simulated relative risks was determined using information from a populationbasedstudyconducted inStockholm.
Only alimited amountof misclassification wasintroduced whenthe number of
dishes was reduced from 39 to 15 or 20, and no major difference was seen
when dishes were selected according to the total intake or to the betweenpersonvariance.
Our data indicate that for a specific exposure, such as HCAs, the loss of
accuracy in an analytical epidemiological study is small, and may not be
relevant, when the number of dishes in a food frequency questionnaire is
decreased - if the initially chosen dishes are carefully selected, and cover a
reasonable partofthetotal intakeor between-personvariance.

INTRODUCTION

High consumption of meat hasbeen associated with an increased risk of colorectal cancer
36;37;58;70;72 £ u c n a ^ ^ m a y ^ e (jjUe t 0 S U D S t a n c e s naturally occurring in the meat per se,
agents added to the meat, or compounds formed during cooking. Mutagenic heterocyclic
amines (HCAs) are formed from amino acids, creatine/creatinine and sugar 128;129 and
were first measured inthe charred partsof cooked meat andfish 13°. Inorder to assessthe
intake of HCAs, factors to be considered include not only the type of dish ingested,
portion size, and frequency of consumption, but also cooking methods, cooking
temperature, intake of gravy, and the concentration of HCAs in each dish. The validity of
assessing cancer risks in relation to a dietary intake, such as HCAs, in an observational
study can be distorted by systematic errors such as misclassification, misrepresentation,
and confounding 131;132. The extent of misclassification depends on the sensitivity and
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specificity of the dietary assessment method. In epidemiological research, the trade-off
between an extensive, accurate, and time consuming method for a shorter version is
often guided by practical and financial considerations. When reducing the number of
items in a questionnaire, identifying a method to select the most informative food items
may reduce the resulting systematic error. The magnitude of misclassification introduced
when making these compromises, and the effect on risk estimates, must be considered
for different reduction methods. There are alternative means of identifying informative
food items in order to design reduced setsof questions. One may choose food items that
contribute most to the total intake of the nutrient of interest in the study population, or
select food items that vary most between subjects. The latter way is thought to be an
effective method when the aim isto rank people accordingto their intake, and when the
absolute level of intake is of less importance, as often is the case in epidemiological
analytical studies133.
In a Swedish population-based study, the intake of HCAs was estimated by linking
consumption data collected by means of an extensive food frequency questionnaire to
concentrations of HCAs in cooked meat and fish dishes 134. In the present analysis, we
simulated three different reduced sets of questions, and assessed the degree of
misclassification as compared to the original questionnaire. In addition, to elucidate the
effect on risk estimates,we simulated relative risks usingthe reduced setsof questions.

SUBJECTSA N D M E T H O D S

Study population
Inthis study, datawere usedfrom apreviously conducted case control study on exposure
to food mutagens and cancer risk. Subjects were born in Sweden between 1918 and
1942, having a permanent address in a demarcated geographical region in and around
Stockholm for at leastone month duringthe observation period from November 1, 1992,
to December 31, 1994. Information about caseswas retrieved from the population-based
cancer register in Stockholm. Notification to the registry is mandatory by law both for
attending physicians and pathologists. Controls were randomly selected from a population
register during the observation period and frequency-matched according to age (five-year
intervals) and gender distribution amongthe casesof colon cancer.
A questionnaire was mailed to the subjects after they had received an introductory letter.
After returning the questionnaire, missing information was completed by telephone
interviews. Altogether, information was retrieved from 548 controls and 1056 cases of
cancer of the colon (ICD=153), rectum (ICD=154), bladder (ICD=188), or kidney
(ICD=189), according to the International Classification of Diseases, Injuries and Causes
of Death 135.
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The referent dietary assessment method
The extensive dietary assessment method isdescribed in detail elsewhere 134. In brief, diet
was assessed by means of a semiquantitative food frequency questionnaire including a
total of 188 food items, 27 of which were fried meat dishes, 16 oven-roasted meat
dishes, 11 boiled meat dishes, 4 grilled meat dishes, 7 fish dishes, 2 egg dishes and 1
blood pudding, aswell as4 different types of gravy/sauce. All questions took account of
eating habits five years previously. Ten categories of intake frequencies ranged from '2-3
times per day' to 'never'. Variables used to assessthe intake of HCAs from meat and fish
were type of meat/fish ingested, frequency of consumption, portion size, cooking
method, degree of surface browning, and concentration of HCAs.Color photos showed 6
dishes, each fried at 4 different temperatures, givingvarying degrees of surface browning.
Each photo corresponds to aknown fryingtemperature.
To assess concentrations of HCAs, 22 dishes with pan residues were cooked and
analyzed, 15 of them being fried meat dishes, 3 baked/roasted meat dishes, 2 fried fish
dishes, 1 fried eggs, and 1 blood pudding. Nineteen dishes were fried in a standardized
manner at 150, 175, 200 and 225°C, and 3 were roasted/baked in a normal household
oven at 150 and 200°C. Chemical analyses and the obtained concentrations of HCAs (2amino-3-rnethylimidazo[4,5-f]quinoline (IQ), 2-amino-3,4-dimethylimidazo[4,5-f]quinoline (MelQ), 2-amino-3,8-dimethylimidazo[4,5-f]quinoxaline (MelQx), 2-amino-3,4,8trimethylimidazo[4,5-f]quinoxaline (DiMelQx), and 2-amino-1-methyl-6-phenylimidazo[4,5-b]pyridine (PhIP)) inthe cooked foods, have been reported in detail elsewhere 136"138.
The classification of surface browning and concentration of HCAs for the remaining fried
dishes in the questionnaire were linked to the 6 photos and the 22 analyzed dishes,
respectively. The intake of HCAs from pan residue and gravy was calculated using a
method previously described, which gives the concentration in one individually
calculated standard serving134.

The reduced dietary assessment methods
In order to reduce the set of questions on intake frequency of fried/baked/grilled dishes,
we computed the mean contribution of each dish to the total intake of HCAs among
controls. After this, sets of informative dishes were generated using three alternative
principles. First, all meat and fish dishes were ordered according to their contribution to
the total mean daily intake of heterocyclic amines 139. This ranking was done for the
meat/fish dishes and the corresponding gravy separately and combined. Secondly, the
dishes were ordered according to their contribution to the between-person variance,
usingstepwise regression 133. Thirdly, groupings of dishes of special interest were formed,
i.e. dishes used in another Swedish study (the 6 photographed dishes) and in Dutch
studies (aset of 18 dishes that approximate habitual meat dishes in The Netherlands, and
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are part of a 22-dish questionnaire used in a case control study on dietary factors and
colorectal adenomas).
Data analysis
To explore misclassification by the reduced sets of questions, controls and cases were
categorized into quintiles, basedon the distribution of the intake of HCAs in controls. The
ability of the reduced setsof questions to categorize subjects into the same quintile asthe
reference method was estimated in terms of sensitivity and specificity. Sensitivity is
defined asthe probability of a positive test result (e.g.quintile 1according to the reduced
method), provided the exposure istruly present (i.e.quintile 1 accordingto the reference
method).Analogously, specificity isthe proportion oftruly non exposed subjects (quintiles
2 to 5 according to reference method), who are correctly categorized as non exposed by
the test (same quintiles according to reduced method). Furthermore, Pearson correlation
coefficients for quintiles were calculated, aswell as Kappa, a measure of concordance in
contingency tables, taking into account agreement on the basis of chance alone 133. In
order to explore the effect of misclassification on the range of relative risks that may be
anticipated in epidemiological studies, relative risks of magnitude RR=2 and RR=3 were
simulated. Using the reference method, the exposure to HCAs was categorized into
quintiles, basedon the distribution amongcontrols, resulting in equal numbers of controls
in each category of intake. The case distribution over the quintiles was selected to
simulate "true" relative risks of 2.0 and 3.0 for the highest versus the lowest quintile of
intake. These selected cases, and all controls, were subsequently categorized into new
quintiles, based on the distribution of the intake of HCAs, using the reduced methods.
Logistic regression was usedto model the odds ratio 98, estimating the incidence rate ratio
(relative risk) between the exposed and unexposed inthe study population.

RESULTS

Table 4.1 shows the mean amount of heterocyclic amines {IQ, MelQ, MelQx, DiMelQx
and PhIP),contributed by each dish to the total mean intake among controls. Considering
the contribution stemmingfrom meat and gravy combined, the 10 dishes contributing the
most were fried bacon, ground beef patties, pork filet, chicken/turkey, meat balls, pork
belly, loin of pork, entrecote and minced meat sauce. These dishes contributed 77
percent of the total intake of HCAs among controls, as obtained using the extensive
method. The top 15 and 20 dishes contributed 88 and 94 percent of the total intake,
respectively. The remaining 6 percent of the intake was generated by an additional 20
dishes. The total mean intake of HCAs from all 39 meat and fish dishes was 157 ng per
day. MelQx and PhIPeach comprised of 4 5 % DiMelQx 10%and IQ and MelQ both less
than 1%of thetotal intake of HCAs (data not shown).

54

Dietaryassessmentof heterocyclic amines
Table 4.1.Contributionof meatand fishdishes andgravy to the total intakeof heterocyclic amines inan
elderlypopulationin Stockholm.
meat intake

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39

ng

%meat

bacon, fried
minced beef patties, fried
pork fillet, fried
chicken/turkey, fried
meat balls, fried
pork belly, fried
loin of pork, fried
pork chops, fried
entrecote, fried
minced meat sauce
beef steak, fried
beef fillet, fried
smoked pork, fried
stew, browned
fish, fried (breaded)
lamb, fried
minute beef, fried
game, fried
beef, grilled
ham, fried
pork stew, browned
pork, grilled
minced meat dish, grilled
meat loaf, roasted
black pudding, fried
beef patties, roasted
meat balls, roasted
'falu'sausage, fried
fish sticks, fried
chicken/turkey, roasted
'wiener'sausage, fried
'chipolata'sausage, fried
smoked sausage, fried
fish, fried (not breaded)
'stang'sausage, fried
sausage, grilled
sausage, fried
'falu'sausage, roasted
'wiener'sausage, roasted

26.1
6.8
5.3
11.1
8.8
8.9
4.1
4.9
3.9
5.3
2.9
2.1
1.5
1.1
2.2
1.8
0.9
1.2
1.2
0.7
0.6
0.7
0.6
0.9
0.8
0.3
0.6
0.0
0.4
0.1
0.0
0.2
0.0
0.2
0.0
0.0
0.0
0.0
0.0

24.6
6.5
5.0
10.5
8.3
8.3
3.9
4.6
3.7
5.0
2.7
1.9
1.4
1.0
2.0
1.7
0.8
1.1
1.1
0.7
0.5
0.7
0.5
0.9
0.8
0.3
0.5
0.0
0.4
0.1
0.0
0.2
0.0
0.2
0.0
0.0
0.0
0.0
0.0

total

106.2

gravy ntake

total intake

ng

%gravy

ng

%tot

cum%

0.5
10.4
7.1
0.5
2.3
1.5
6.0
5.2
3.1
0.0
2.2
1.6
1.3
1.6
0.2
0.3
1.1
0.6
0.6
0.9
0.9
0.5
0.4
0.0
0.0
0.5
0.1
0.5
0.1
0.4
0.2
0.0
0.2
0.0
0.1
0.0
0.1
0.0
0.0

1.0
20.4
13.9
1.0
4.5
2.9
11.8
10.2
6.1
0.0
4.3
3.1
2.5
3.1
0.4
0.6
2.2
1.2
1.2
1.8
1.7
1.0
0.8
0.1
0.0
1.0
0.2
1.0
0.1
0.8
0.4
0.0
0.3
0.0
0.2
0.1
0.1
0.0
0.0

26.6
17.3
12.4
11.6
11.1
10.3
10.1
10.1
70
5.3
5.1
3.6
2.7
2.7
2.4
2.1
1.9
1.8
1.8
1.6
1.4
1.2
1.0
1.0
0.8
0.8
0.7
0.5
0.5
0.5
0.2
0.2
0.2
0.2
0.1
0.1
0.1
0.0
0.0

16.9
11.0
7.9
7.4
7.1
6.6
6.4
6.4
4.4
3.3
3.2
2.3
1.7
1.7
1.5
1.3
1.2
1.1
1.1
1.0
0.9
0.8
0.6
0.6
0.5
0.5
0.4
0.3
0.3
0.3
0.1
0.1
0.1
0.1
0.1
0.0
0.0
0.0
0.0

16.9
27.9
35.8
43.2
50.3
56.8
63.3
69.7
74.1
77.5
80.7
83.0
84.8
86.5
88.0
89.4
90.6
91.8
92.9
93.9
94.8
95.6
96.3
96.9
97.4
97.9
98.4
98.7
99.0
99.3
99.5
99.6
99.7
99.8
99.9
100.0
100.0
100.0
100.0

50.9

157.1
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In this population gravy is very often prepared from pan-residues and eaten with most
meat dishes. Therefore, gravy contributes substantially to the total intake of HCAs. The
dishes contributing the most were ground beef patties, pork filet, loin of pork, pork
chops,entrecote, meatstew, beefsteak, and,finally, pork belly.
When ranking the top 10 dishes according to the explained percentage of the betweenperson variance in the total intake (Table 4.2), 9 out of 10 were the same dishes aswhen
ranking according to the total intake, but the dishes appeared in an alternative order.
Considering the contribution from both meat and gravy, the 10 dishes contributing the
most, in descending order, were fried pork chop, bacon, ground beef patties, entrecote,
loin of pork, pork belly, pork filet, chicken, breaded fish, and minced meat sauce. These
dishes accounted for 98 percent of the variance and 72 percent of the total intake of
HCAs. A daily mean intake of HCAs based on these dishes would be 113 ng. The
cumulative R2 (percentage of the between-person variance) and the percentage of the
daily intake of HCAs accounted for by varying numbers of dishes, as selected by these
two principles, isshown in Figure 4.1.
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Figure4.1. CumulativeR2 andpercentage ofheterocyclicamines accountedforaccordingto numberofmeat
dishes included, incontrols.
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Table4.2.Rankingofmost informativedishes accordingto between-person
variance inintake ofheterocyclicamines usingstepwiseregression analysis.
no.

meatdish

1
2

pork chops,fried
bacon,fried

3

mincedbeefpatties,fried

4

cumulativeR2

correlation

0.48

cum%
coefficient* total intake
6.4

0.70
0.83

0.70
0.63

23.3

0.60

34.3

entrecote,fried

0.89

0.35

38.7

5

loinof pork,fried
pork belly,fried
porkfillet,fried
chicken,fried

0.93
0.94
0.96

0.44

6
7
8

45.1
51.7

9
10

fish,fried (breaded)

0.97
0.98

minced meatsauce

0.98

0.56
0.60
0.22
0.22
0.39

59.6
67.0
68.5
71.8

* simple Pearsoncoefficientofcorrelationforeachdishtothetotaldaily intake

Sensitivity and specificity for different reduced sets of questions compared to the
reference method are shown in Table 4.3. For sets of questions including 20 and 15
dishes, sensitivity and specificity were equally good, regardless of the selection principles.
A reduced questionnaire including 10 dishes performed less well, but the sensitivity was
somewhat better for dishes selected according to their contribution to the total intake
than for dishes selected according to variance. When only 5 dishes were used, the
reduced methods performed even worse, and again, sensitivity was better for dishes
selected accordingto contribution to the total intake than for dishes selected according to
the amount of between-person variance explained. Concordance was measured as the
ability of a reduced set of questions to categorize each person into the same quintile as
the reference method.The concordance increased rapidly from 5 to 15 dishes, however,
only small improvements were seen for atotal of 20 dishes. Dishes selected according to
the total intake generally performed better than dishes chosen by variance. The Pearson
correlation coefficient increased with an increasing number of dishes, but performed
equally well in the two methods of selecting dishes. Kappa, a measure of concordance
accounting for chance, increased rapidly with the number of dishes, but dishes selected
according to the total intake gave higher values. The sensitivity and specificity of the
"Dutch module" including 18 dishes, were higher than 0.85 in all quintiles. More than 90
percent of the subjects were classified into the same quintile aswhen usingthe reference
method, 9 percent were classified one quintile higher or lower than in the reference
method, and none were classified more than one quintile higher or lower. The
correlation between the "Dutch module" and the reference method was also high. The
short Swedish method comprising 6dishes performed lesswell.
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Table 4.4. Theeffectof misclassification, for reduced sets of questions, on relativeriskestimates foreach
quintile(Q)ofexposure.
methods dishes
simulated"true"RR

Q1

Q2

Q3

Q4

Q5

Q1

Q2

Q3

Q4

Q5

39

1.00

1.24

1.50

1.72

2.00

1.00

1.50

2.02

2.48

3.03

5

1.00

1.41

1.85

1.62

2.15

1.00

1.49

2.35

2.22

3.02

10

1.00

1.57

1.64

1.96

2.22

1.00

1.84

2.12

2.83

3.26

15

1.00

1.49

1.74

2.00

2.18

1.00

1.72

2.30

2.87

3.25

20
1.00
between-personvariance

1.30

1.68

1.83

2.06

1.00

1.47

2.19

2.56

3.02

totalintake

5

1.00

1.34

2.11

1.67

2.20

1.00

1.52

2.68

2.25

3.14

10

1.00

1.40

1.56

1.84

2.14

1.00

1.56

1.99

2.43

3.04

15

1.00

1.52

1.62

1.93

2.13

1.00

1.83

2.12

2.74

3.18

20
Swedishmethod

1.00

1.32

1.50

1.95

2.00

1.00

1.55

1.97

2.75

2.97

6

1.00

1.45

2.08

1.95

2.33

1.00

1.61

2.70

2.61

3.33

18

1.00

1.50

1.47

1.89

2.18

1.00

1.81

1.95

2.72

3.29

Dutchmethod

The effect of decreased sensitivity and specificity on the estimated relative risks is shown
in Table 4.4. Only small effects on the relative risks were seen for the reduced methods
comprising 10, 15 or 20 dishes, regardless of the selection criteria. Relative risks based on
truncated modules comprising only 5 dishes deviated markedly from the simulated "true"
relative risks, especially for the 5 dishes selected according to the between-person
variance.

DISCUSSION

We studied the loss of information when reducing an extensive food frequency
questionnaire designed to estimate human intake of HCAs, as part of a population-based
study of cancer risk. The findings of this study indicate that the loss of information is
limited when the number of enumerated disheswas reduced from 39 to 15 or 20. Results
were similar for thetwo principles of selection,when using15 or 20 dishes. Using5or 10
dishes, estimates of intake based on dishes selected according to the total intake of HCAs
were more accurate than those based on dishes selected according to the betweenperson variance. The reference method in this study was an extensive semi-quantitative
food frequency questionnaire, designed to estimate human cancer risks as related to
HCAs in aSwedish population 134. The selection of dishes was based on previous studies
of frequently eaten fried foods in an elderly population in Stockholm. The total intake of
HCAs was estimated using questionnaire-data on the cooking method, frying
temperature, portion size, intake frequency, intake of gravy, and data on the
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concentration of HCAs in various dishes from chemical analyses. The extensive food
frequency questionnaire was used asa reference method, but cannot be considered asa
"gold standard".Validation of HCA intake by identifying DNA adducts 140143, excretion of
HCAs in urine 14 \ or collecting double portions of food for chemical analysis 133 may be
possible. However, these approaches have their own methodological and analytical
limitations. To compose a database of HCA content in cooked meat, 22 dishes and
corresponding gravies were cooked in a standardized manner at different temperatures,
resulting in 152 samples. Subsequently, these were chemically analyzed for the five
heterocyclic amines, IQ, MelQ, MelQx, DiMelQx and PhlP. If the chemical analysis of
these samples suffered from systematic errors,this would result in asystematic shift in the
magnitude of the estimated HCA intake in both cases and controls. However, random
analytical errors may result in nondifferential misclassification, dilutingthe association and
therefore increasingthe chance of missinga possible real carcinogenic effect of HCAs (Berror).
The 22 analyzed dishes, of a total of 39 dishes in the questionnaire, account for 79
percent of the total intake of HCAs among controls, as estimated when using the
reference method. The remaining 17 dishes were not cooked and analyzed, but data on
HCA content were taken from similar dishes, which may have introduced some
additional measurement errors. Considering the large number of dishes cooked and
analyzed,the magnitude of these errors isprobably relatively small.
As shown by others 139;145 using the percentage contribution to the total intake, or the
percentage explained of the between-person variance derived by stepwise regression,are
legitimate methods to reduce the number of items in aquestionnaire. Of course, subjects
may answer differently to n items in an extensive 188-item questionnaire, than to a short
questionnaire includingthe n items only. It isdifficult to argue which of those approaches
would leadto the mostvalid estimate.
Inthis study the reduced methods biased some of the 'true' relative risks upward, instead
of towards the null. This may be caused by the fact that a continuous variable is
categorized into five categories, which is known to sometimes result in bias away from
the null 146;147. Furthermore, the selection of dishes is based on the controls, which may
lead to some bias if patterns of consumption of meat dishes are substantially different in
cases.
When studying the effect of exposure to HCAs on cancer risk, one should study
individual HCAs, because they occur in varying concentrations and may have different
mutagenic and carcinogenic effects. In this study we summed the intake of five HCAs to
estimate total intake. When a specific HCA isthe relevant exposure in studies of cancer
risk, an estimation of the total intake of HCAs may be a suboptimal surrogate variable,
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especially if the amine occurs in relatively low concentrations compared to other HCAs.
Indeed, intake of individual HCAs may be better estimated by different sets of dishes,as
was recently shown by Byrneetal.148.
In conclusion, a limited amount of misclassification was introduced when the number of
fried/baked/grilled meat and fish disheswas reduced.This may imply that food frequency
questionnaires focused on intake of HCAs can be relatively short. One reason to shorten
a questionnaire isto increase the participation rate, which may improve the accuracy of
the findings more than the decrease introduced bythe additional measurement error.
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CHAPTER 5

MEATCONSUMPTION ANDPREPARATION
I S RELATEDTO SPORADICBUTNOTTO
HEREDITARY COLORECTALADENOMAS
Meat consumption and preparation are thought to be associated with the risk
ofcolorectalcancer,andpossiblyalsotoadenomas. Itremainsto beelucidated
whether environmental factors also play a role in hereditary non-polyposis
colorectal cancer (HNPCC). We examined whether meat consumption and
preparation are similarly associated with sporadic and HNPCC colorectal
adenomas.
A case control study was conducted among 57 sporadic and 62 HNPCC
adenomacases.Controlsfor bothgroups(65sporadicand83 HNPCCcontrols)
also underwent full colonic examination to exclude adenomas.To assessmeat
consumption and preparation we used aquestionnaire designed especially for
thispurpose.
Frequency of red meat consumption was positively, although not significantly,
associatedwith risk,only inthe sporadic group (ORdaily vs< 4x/wk, 95%CI:
sporadic 4.1, 0.7-23.0; HNPCC 0.4, 0.1-2.2). Interestingly, preferred color of
the meatsurfacewassignificantly associatedwith risk,independent ofredmeat
intake,butagainonly inthesporadic group (ORdarkvslight,95%CI: sporadic
3.0,1.2-7.5; HNPCC0.7,0.3-1.4).
Despite limited numbers, our results suggest that meat consumption and
preparation mayonly berelevant insporadic colorectaladenomas.

INTRODUCTION
Colorectal cancer isthe fourth most common incident cancer throughout the world \ Itis
thought to develop through an adenoma-carcinoma sequence, by accumulation of
alterations in genes that control cell growth and differentiation 7. This accumulation of
mutations and the progression to cancer is thought to be promoted by diets high in fat
and low in fibre 149.
Several cohort studies 36;150 and case-control studies 68;7 ° ;72;74 have suggested that a high
intake of red meat may be associated with the risk of colorectal cancer independent of
the fat content of the diet. Some studies have found this increased risk to be specifically
associatedwith fried meat 72 , hightemperature cookingof meat 58 , meat "well done" 81 or
meatwith heavily browned surface 58.An increased risk of colorectal adenomas with high
consumption of red meat was also found in some studies 57;64151/ but not in others 44;49.
Probst-Hensch et a/, reported an increased risk of colorectal adenomas (OR=2.2,
95%CI=1.1-4.3) with consumption of red meat more than once aweek, of which more

65

Chapter5

than 10% was fried, and a preference for a darkly browned surface, as compared to
consumption of meat less than once a week, of which less than 10% was fried, and a
preference for alightly browned surface 82.
Duringthe preparation of meat at high temperatures, heterocyclic amines may be formed
from amino acids, creatine/creatinine and sugars

152

. Heterocyclic amines have been

found to be mutagenic and cause tumors in the colon and various other organs in animal
models.
Apart from environmental factors, hereditary factors are known to be important in the
etiology of colorectal adenomas and carcinomas. Two genetic syndromes leading to
colorectal cancer develop by an autosomal dominant inheritance pattern. Familial
Adenomatous Polyposis iscaused by a germline mutation in the Adenomatous Polyposis
Coli (APC) gene, and is characterized by the development of many (>100) colorectal
adenomas at an early age

153

. The second hereditary form of colorectal cancer is

Hereditary Non-Polyposis Colorectal Cancer (HNPCC), which is caused by a germline
mutation in one of at leastfive mismatch repair genes, resulting in microsatellite instability
(MSI) 18. HNPCC patients develop colorectal adenomas in a similar fashion as sporadic
patients, however, one of the characteristic features of HNPCC is the very rapid
progression from adenoma to cancer, due to a defect in the mismatch repair system.
Besides colorectal cancer HNPCC subjects have a higher risk of developing malignancies
at several other sites 24. Interestingly, the tumor spectrum in HNPCC has changed over
generations 26, suggesting a role for environmental factors in HNPCC carcinogenesis.
Other characteristics of HNPCC (e.g. incomplete penetrance 22, earlier onset of disease in
successive generations 23;27, somatic mutations in APC, K-rasand p53 genes 12;28;29), point
in a similar direction. Possibly, similar environmental factors to those in sporadic
colorectal carcinogenesis, play a role especially in the early stages of colorectal
carcinogenesis in HNPCC.

This case-control study of sporadic and HNPCC colorectal adenomas examines whether
meat consumption and preparation are related to adenoma risk in these two types of
populations in asimilar fashion.

MATERIALS A N D M E T H O D S

Study population and data collection
This case-control study on dietary factors and genetic susceptibility in colorectal
adenomas was conducted in The Netherlands between December 1995 and February
1998, and approved of bythe medical ethical committies of the Wageningen Agricultural
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University and the Nijmegen University Hospital.The study population included sporadic
aswell asHNPCC caseswith adenomas removed by polypectomy, and control-groups for
each case group. Sporadic controls were patients examined at the hospital for various
reasons such as bowel complaints (abdominal pain, rectal blood loss, constipation,
diarrhoea) and HNPCC controls for screening purposes. All controls had a full colonic
examination (colonoscopy or sigmoidoscopy combined with barium enema) to exclude
presence of adenomas, and were not previously diagnosed with colorectal adenomas or
cancer.
All participants were Dutch-speaking and of Western European origin, diagnosed before
the age of 75, without a history of colorectal cancer, colon resection, polyposis coli, or
inflammatory bowel disease. Sporadic cases were excluded if they had previous
adenomas more than 3years before entrance to the study, because of possible changes in
dietary habits with a long history of repeated endoscopies and colorectal adenomas. The
possible dietary effects of regular screening are expected to be similar in HNPCC cases
and controls. Based on this assumption and for reasons of efficiency HNPCC cases were
allowed to have had adenomas more than 3years prior to the most recent adenoma. The
pedigrees of all HNPCC cases and controls fulfilled the Amsterdam criteria n: at least
three members in at least two successive generations had colorectal cancer, with at least
one case diagnosed before the age of 50 years; one of the affected members was afirstdegree relative of the other two; familial adenomatous polyposis was ruled out. HNPCC
cases and controls were first-degree relatives of colorectal or endometrium cancer cases,
allwith atheoretical 50%risk of beinga gene-carrier.

Sporadic cases and controls were recruited by the Departments of Gastroenterology of
the Nijmegen University Hospital and two regional hospitals (Rivierenland, Tiel; Gelderse
Vallei, Ede-Wageningen-Bennekom). HNPCC cases and controls were recruited in a
similar fashion, either by the Nijmegen University Hospital or by the Netherlands
Foundation for the Detection of Hereditary Tumors which keeps a registry of HNPCC
families in The Netherlands. Eligible subjects were informed about the study by the
gastroenterologist participating in the study or by the Netherlands Foundation for the
Detection of Hereditary Tumors, after approval of their 'physician in attendance'.
After receiving information about the study, subjects decided whether they wanted to
participate in the study and subsequently signed for informed consent. Nine percent of
subjects invited by the Nijmegen University Hospital, and 12% of subjects invited by the
Netherlands Foundation for the Detection of Hereditary Tumors, were not willing to
participate in the study. In total, 319 eligible subjects signed for informed consent.
Subsequently, those who were willing to participate received a set of questionnaires at
endoscopy (in case of recruitment by one of the hospitals) or by mail (in case of
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recruitment by the Foundation for the Detection of Hereditary Tumors). The set of
questionnaires consisted of a general questionnaire on lifestyle and socio-economic
factors, a semi-quantitative food frequency questionnaire and a questionnaire on meat
consumption and preparation. The questionnaires were filled out at home and returned
by mail.
Clinical information regarding case/control status, endoscopy reports, adenoma
characteristics, and HNPCC/sporadic status was retrieved from hospital records
retrospectively, after we received the filled-out questionnaires. Of the 319 patients who
initially agreed to participate in the study 22 (7%) did not return the questionnaires, and
21 (6%) did not meet the eligibility criteria retrospectively. Additionally, 9 participants
incompletely filled out the meat consumption and preparation questionnaire and were
therefore excluded from the current analyses.This resulted in 119 cases and 148 controls
available for further study.
Dietary assessment
To quantify energy and nutrient intake, a validated semi-quantitiative food frequency
questionnaire was used, which was developed for the Dutch cohort of the EPIC study
(European Prospective Investigation into Cancer and Nutrition)

154;155

. Frequency of

consumption of food groups was based on the habitual consumption of 178 food items
during the year before endoscopy. Nutrient intake was quantified for each individual
using an extended version of the 1993 computerised Dutch food composition table. In
the present study this EPICquestionnaire was usedfor information on nutrient intake and
frequency of meat consumption.
To obtain additional information on the consumption and preparation of red meat and
poultry, a questionnaire was developed especially for this purpose. The questionnaire
consists of four parts,startingwith some general questions regardingfrequency of eatinga
hot meal, meat with the hot meal, grilled or barbecued meat, and gravy, as well as a
question on preference with respectto color of the meatsurface.The second part focuses
on frequency and portion size of 16 types of meat. Intensity of surface browning of four
types of meat (beef patties, pork chops, steak and bacon) was assessed usingfour photos
for each type of meat showing the meat with varying degrees of surface browning (from
very dark to very light, prepared at 225, 200, 175 and 150°C, respectively). The photos
originate from a Swedish questionnaire used in a case control study on intake of
heterocyclic amines in relation to cancer risk 134. In the last part of our questionnaire,
preparation methods for each of six meat categories were assessed using multiple choice
questions on factors relevant to the temperature during meat preparation: type of pan
used,temperature of cookingfat when meat isadded, height of the heat source, addition
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of water, use of a lid, color of surface just after browning compared to the end stage of
cooking.
Data analysis
Differences in general characteristics between groups were tested using x2-tests for
categorical and t-tests for continuous variables. All analyses were stratified for HNPCC
and sporadic groups. Multivariate logistic regression analyses were used to estimate the
relative risk for adenomas and simultaneously adjust for possible confounding factors.
Nutrients were adjusted for energy intake by using residuals from linear regression
modellingof energy intake.
Odds ratios for nutrients were calculated for tertiles based on the distribution in controls,
aswell asusingthe continuous variable and expressingthe odds ratio for quartile ranges.
Associations with total meat, red meat, white meat (including fish), and gravy were
assessedfor frequency categories aswell asusingatest for trend. To group types of meat
according to the general method of preparation, the 16 types of meat in the frequencypart of the questionnaire were categorized in 3 groups: 'low risk cooking types' (i.e.
simmered meat), 'medium risk cooking types' (i.e. meat shortly browned then cooked),
and 'high risk cookingtypes' (i.e. meat fried at high temperatures). To take habitual meat
preparation practices into account, subjects were categorized based on multiple choice
questions (for 6 types of meat) regarding height of the heat source, use of a lid, and
addition of water. Usual color of the meat surface after preparation was assessed usingan
average score for the four photo-questions. The minimum score of one means the person
scored the lightest surface color in each of the four photo-questions, whereas the
maximum score of four means the person scored the darkest surface color in each of the
four photo-questions. If people did not fill out all four photo-questions on meat surface,
because sometypes of meatwere not eaten,the average score was based on the mean of
the remaining photo-questions.
To control for potential confounding by energy intake, all nutrients have been adjusted
for energy using the residuals from linear regression of energy intake, and additionally,
both nutrients and food groups are adjusted for total energy intake by including total
energy intake in the logistic regression models. As the age and gender distribution differs
between cases and controls and between both populations, all analyses are adjusted for
age and gender. As the cases in this study may have a generally 'less healthy' pattern of
other lifestyle related risk factors (i.e. higher BMI, less never-smokers, less physically
active, more regular alcohol drinkers and less regular aspirin users),these factors could act
aspossible confounders, and were each separately taken into account by including them
in the logistic regression models (in combination with energy, age, gender). None of the

69

71

Chapter5

Chapter5

for total meat and red meat separately, but this did not markedly change the odds ratios
(data not shown).
Table 5.2. "Meat related"nutrient intakesand the risk of colorectaladenomas in sporadicand HNPCC
groups separately.
Sporadic
Controls
/Cases

Nutrient intakes*
Total protein
Low

< 76 g

Medium 76-91g
High
* 91g
Continuous!

Medium 45-59g

Totalfat
Low

21

25

< 83g

1.0
1.3
1.2

(0.4-3.8)
(0.3-4.1)

0.9

(0.5-1.6)

18
19
28

9
31
17

1.0
4.0
0.5
0.7

20
24

18

1.0
0.5

(0.2-1.3)

21

23

0.4
0.7

(0.1-1.6)
(0.4-1.5)

/19g

Medium 83-97g
High
* 97g
Continuousl

9
23

/18g

Animal protein
Low
< 45g
High
* 59g
Continuousl

17
27

(n= 65,57)
OR
(95%Cl)t

16

/ 22g

(1.3-12.1)
(0.2-1.6)
(0.4-1.2)

HNPCC
Controls

(n= 83 ,62)

/Cases

OR

(95%Cl)t

31
24

18
24

1.0
0.9

(0.4-2.4)

28

20

0.5
0.7

(0.2-1.6)
(0.4-1.2)

30
32
21

15
31

1.0
1.3
1.0
0.9

(0.5-3.3)
(0.4-2.9)
(0.5-1.5)

28
27
28

16

15
20
27

1.0
1.3
1.4
1.3

(0.5-3.3)
(0.4-4.4)
(0.7-2.4)

Saturatedfattyacids
Low

< 32 g

Medium 32-38g
High
a38g
Continuousl

19

22
22

13
25

/ 1 0g

N-3 longchainfishfattyacids
Low
< 0.07 g
Medium 0.07-0.19g
High
a0.19g
Continuousl

21

/0.14g

17
24
24

22
16
19

1.0
0.4
0.4
0.8

1.0
0.4
0.4
0.9

(0.1-1.2)
(0.1-1.4)

27

18

1.0

29
27

23
21

1.0
0.8
1.0

31
27

19
22

1.0
1.2

25

21

1.1
0.8

(0.4-1.5)

(0.1-1.0)
(0.2-1.1)
(0.6-1.4)

(0.4-2.4)
(0.2-2.4)
(0.5-1.8)

(0.5-2.9)
(0.4-2.6)
(0.6-1.2)

* nutrient intakes are energy adjusted using residual regression analysis, fertile cut-off points are based on
thedistribution inthe "pooled"controlgroup
t all modelsareadjustedfor ageandgenderaswellasenergy intake
11 the odds ratio for the continuous variables of nutrient intakes are expressed for an exposure contrast
representing thedifference betweenthefirstandthird quartile
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Table 5.3. Meat consumptionfrequency andthe riskof colorectal adenomas in the sporadicand HNPCC
group.
Sporadic
n=65

HNPCC

n=57

Controls Cases

n=83

OR

(95% CI)*

n=62
Controls Cases

OR

(95% CI)*

Consumption frequency
Total meat(excl.fish)
Low
Medium

s 4x/wk
5-6x /wk

High

7x/wk

Trend

p-value

Redmeat
Low
Medium
High
Trend

s 4x/wk
5-6x/wk
7x/wk

8
36
21

9
24

0.6

(0.2-2.1)

23
34

18
26

1.0
0.9

(0.4-2.2)

24

1.0

(0.3-3.6)

26

18

0.6

(0.2-1.6)

p=0.33

p=0.63

19
38
8

14

1.0

29
14

1.1
4.1

p-value

White meat(incl.fish)
Low
s0.5x/wk

1.0

(0.3-3.9)
(0.7-23.0)

29
38
16

22
33
7

1.0
1.1
0.4

(0.3-3.7)
(0.1-2.2)

p=0.26

p=0.08

4

9

1.0

Medium

0.5-2x/wk

45

33

0.2

(0.0-0.9)

15
48

10
37

1.0
1.2

(0.4-3.6)

High

>2x/wk

16

15

0.3

(0.1-1.4)

20

15

1.3

(0.4-4.3)

Trend

p-value

p=0.68

p=0.36

Gravy
Low

£2x/wk

19

Medium
High

s 5x/wk
> 5x/wk

25
21

Trend

p-value

1.0

18
17

0.5

(0.2-1.4)

22

0.6

(0.2-1.9)

36

22

35
12

23
17

p=0.38

1.0
1.1
1.9

(0.5-2.5)
(0.7-5.4)

p=0.26

* all modelsareadjustedfor age,gender,energy intakeandtotal meatconsumption.

For each of the 3 variables representing "habitual meat preparation", every possible
answer was scored as either 'high risk method' or 'low risk method', according to its
assumed effect on heterocyclic amine formation. Subjects were then categorized based
on the frequency with which they usually prepare their meat, i.e. always usinga'high risk
method' or a 'low risk method', or using both methods depending on the type of meat
(intermediate category). None of the 3 variables regarding preparation methods were
significantly associatedwith riskof adenomas in either group.
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Table 5.4. Meat preparation and the risk of colorectal adenomas in the sporadic and HNPCC group.

Sporadic

HNPCC

Controls

Controls

/Cases

OR

(95% CI)*

/Cases

OR

(95% CI)*

Meat categorized by usual mode of preparation
Frequency 'low risk meat' (simmered)
Low

<1x/wk

53

46

1.0

High

a1x/wk

12

11

1.1

68

53

1.0

15

9

0.5

60

43

1.0

23

19

1.6

1.0

66

49

1.0

0.8

17

13

0.6

(0.4-2.9)

(0.2-1.4)

Frequency 'medium risk meat' (shortly browned then cooked)
Low

<4x/wk

49

36

1.0

High

a4x/wk

16

21

2.4

(0.9-6.3)

(0.6-3.8)

Frequency 'high risk meat' (fried at high temperatures)
Low
High

<2x/wk

46

s2x/wk

19

39
18

(0.3-2.0)

(0.2-1.5)

Habitual meat preparationt
Height of the heat source during browning of meat
low with every meat type

32

31

1.0

32

24

1.0

low/high depending on meat type

14

13

0.8

(0.3-2.1)

29

19

0.8

(0.3-1.8)

high with every meat type

17

13

0.9

(0.3-2.3)

17

16

1.0

(0.4-2.7)

Addition of water
added directly after browning

16

9

1.0

11

12

1.0

added directly/afterwards

32

32

1.9

(0.7-5.2)

52

28

0.5

(0.2-1.4)

added afterwards

16

16

2.0

(0.6-6.5)

15

20

1.2

(0.4-3.8)

closed lid with every meat type

10

16

1.0

15

8

1.0

lid/no lid depending on meat type

18

10

0.3

(0.1-1.0)

24

13

0.8

(0.2-2.6)

no lid with every meat type

35

31

0.4

(0.1-1.1)

39

39

1.5

(0.5-4.6)

32

29

1.0

51

33

0.7

Use of a lid

Categories by preferred color of the meat surface
Color meat surfaced
Light

scores 2

27

Dark

score > 2

38

10
47

1.0
3.0

(1.2-7.5)

(0.3-1.4)

* models are adjusted for age,gender, energy intake and total meat consumption.
+ categories ordered according to increasing risk
H1 = very light, 4=very dark

Preferred color of the meat surface, asassessed using photos, was significantly associated
with increased risk of colorectal adenomas, only in the sporadic group. Those with an
average score of more than two (1 = very light, 4 = very dark), had athree-fold increase in
risk ascompared to those with an average score of two or lower (OR, 95% CI: 3.0, 1.27.5). This odds ratio did not markedly change when adjusting the analysis separately for
total meat, red meat, or 'medium risk'type of meat.
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DISCUSSION
In this study of colorectal adenomas a general preference for darkly browned meat
surface appeared to be associated with an increased risk of sporadic adenomas, but not
of adenomas amongfirst degree HNPCC family members.Apart from this association and
a non-significant increase in risk with high consumption of red meat (a7x/week vs s
4x/week) in the sporadic group, no other factors related to meat consumption and
preparation were found to beassociated with the risk of sporadic and HNPCC adenomas.
The size of our study is relatively small,especially since strata of the sporadic and HNPCC
groups were analyzed separately. However, this is one of the first studies to examine
possible differences or similarities in risk factors for sporadic and HNPCC colorectal
carcinogenesis. For known risk factors, such as Body Mass Index, smoking, alcohol
consumption and aspirin use, we found non-significant case-control differences in the
expected direction. Our results suggests that red meat consumption and especially darkly
browned meat may be associated to sporadic adenoma risk, but not to HNPCC adenoma
risk. This does not rule out that other risk factors may be similarly associated to sporadic
and HNPCC adenoma formation or other phasesof colorectal carcinogenesis.
Selection and recruitment of study subjects and methods of data collection may have
affected our results. In sporadic cases, the adenomas were diagnosed during the study
period, and caseswere excluded if they had earlier adenomas more than 3years prior to
entrance of the study. HNPCC cases however, were allowed to have had adenomas
previously and may have been diagnosed before the study period.Controls are defined in
both populations as subjects who have never had any adenomas. Selection of controls
was very similar to that of cases in both groups and both recruitment procedures. As
HNPCC cases were allowed to have a longer adenoma history than sporadic cases, they
may have changed their diet more. However, as HNPCC family members are generally
considered to be relatively health conscious, irrespective of their adenoma status, this is
not expected to influence the results to alarge extend.There were no marked differences
between the sporadic and HNPCC populations in several lifestyle characteristics, and
energy and macro nutrient intakes. Therefore, we do not expect that any small
differences will have biased the resultsto arelevant extent.
The population recruited directly by the gastroenterologist in the hospital (both sporadic
and HNPCC subjects) may have had different reasons for non-participation than those
recruited by the Netherlands Foundation for the Detection of Hereditary Tumors
(HNPCC subjects only). However, since participation rateswere high for both recruitment
procedures, this isthought not to have materially affected the results.

75

Chapter5

At the time of filling out the questionnaires, at home shortly after endoscopy, most
sporadic patients are unaware of their diagnosis with respect to adenomas. Recall of
dietary habits istherefore expected to be similar in sporadic cases and controls. HNPCC
cases and controls are generally more aware of their risk. As HNPCC family members,
irrespective of their adenoma history, are generally considered to be relatively health
conscious dueto the very strongfamily history of cancer, this isnot expected to have lead
to differences between casesand controls.
The meat consumption and preparation questionnaire is designed especially to estimate
meat consumption and preparation with respect to formation of heterocyclic amines. It is
adapted to Dutch meat preparation methods and uses photos from a very extensive
Swedish questionnaire. If linked to adatabase on contents of specific heterocyclic amines
in meat,aquestionnaire with this limited number of items andtype of questions,could in
theory explain a large part of the variation in heterocyclic amine intake. Byrne et al.
showed that in 3 prospective cohort studies in the United States,estimates of HCA intake
and determination of associations with disease risk are feasible148, if additional
information on meat cooking methods is obtained

156

were assessed usingthe validated EPICquestionnaire

154

. Meat consumption frequencies
aswell asthe meat consumption

and preparation questionnaire. Estimated intakes for total meat, red meat and poultry
based on these two questionnaires were highly correlated (Spearman correlation
coefficients ranged between 0.69 and 0.77). With respect to meat preparation we
observed in an experimental setting (data not shown) that the level of the heat source,
addition of water, and useof alid were all related to the temperature atthe meatsurface,
which isadeterminant of heterocyclic amine formation 157.Those specific aspects of meat
preparation were however inconsistent in their association with adenoma risk in our
study. Possibly the color of the meat surface provides an overall estimate of habitual meat
preparation.

With respect to the exposure of interest, our hypothesis derives from epidemiologic
observations in sporadic colorectal cancer populations. However, one may question
whether associations with dietary factors would besimilar in a HNPCC population, which
is known for its hereditary background risk. Interestingly, there issome evidence that the
molecular pathways leading to cancer involve steps that are similar in these two groups.
These steps involve somatic mutations in regulatory genes, which may be caused by
dietary carcinogens such as heterocyclic amines

158

. The APC gene is known to be

involved in both sporadic colorectal cancer and HNPCC colorectal cancer

9;28

.

Abnormalities in the K-ras and p53 genes, known to be highly frequent in sporadic
colorectal cancer, also occur in HNPCC carcinomas, but reported frequencies vary
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between studies 12'2^10610^125, vv e have previously shown that in the adenomas in this
study there are no major differences ingene involvement of k-rasand p53 in the sporadic
and HNPCC adenomas.
Despite the similarities regardingthe genes involved,our results suggestthat there may be
relevant differences in the etiology of sporadic and HNPCC colorectal cancer, already in
the early adenoma stage.AsAPC isconsidered to bethe first gene to become mutated, it
may be postulated that meat consumption and preparation could be related to APC gene
involvement in sporadic adenomas, whereas in HNPCC different APC mutations of
endogenous nature may originate from the mismatch repair phenotype. In studies in rats
it isshown that heterocyclic amines may induce specific mutations in the APCgene " .
In conclusion, despite limited numbers, our results suggest that red meat consumption
and color of the meat surface may be relevant to adenoma formation in sporadic
colorectal carcinogenesis. These factors appear to be of less importance to risk of HNPCC
adenomas, or are not detectable among the high background risk in a HNPCC
population. This does not exclude meat consumption and preparation to be relevant to
later stages, both in sporadic and HNPCC populations.
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CHAPTER6

ANIMAL PRODUCTSAND K-RASCODON 12 AND 13
MUTATIONS I N COLONCARCINOMAS
It is hypothesized that the involvement of the K-ras oncogene and its specific
mutations in colon tumors may be influenced by the consumption of animal
products and their constituents.
Based on a previously conducted case-control study on diet and colon cancer,
we collected paraffine-embedded carcinoma tissue of the cases to study the
potential association between K-ras mutational status and the consumption of
foods of animal origin. K-ras mutations in codons 12 and 13 were determined
by PCR-based mutant allele specific amplification (MASA) in tumor tissue of
185 colon cancer patients: 36% harbored mutations, of which 82% were
located in codon 12.
Within cases, K-ras mutational status was not markedly associated with the
consumption of most animal products and their constituents; for fish a slight
association was observed (Odds Ratio (OR) K-ras mutant versus K-ras wildtype
per 19 grams = 1.2, 95% Confidence Intervals (CI) = 1.0-1.5). Comparing
cases to controls showed that this association was confined to those harboring
K-ras mutations. Interestingly, high intakes of animal protein, calcium and
poultry were differently associated with codon 12 and codon 13 mutations: OR
and 95% CI codon 12 versus codon 13 were 9.0 (2.0-42), 4.1 (1.4-12) and 15
(1.4-160), respectively. In case-control comparisons, high intakes of animal
protein and calcium were positively associated with colon tumors harboring
codon 12 mutations: for protein per 17 g OR (95%CI) =1.5 (1.0-2.1); for
calcium per 459 mg 1.2 (0.9-1.6), while inverse associations were observed for
tumors with K-ras mutations in codon 13 (for animal protein 0.4 (0.2-1.0); for
calcium 0.6 (0.3-1.2)). Transition and transversion mutations were not
differently associated with these dietary factors.
Although no overall association between animal products and K-ras mutations
was observed, these data do suggest involvement of their consituents in the
etiology of colon tumors harboring K-rascodon 12 and codon 13 mutations.

INTRODUCTION
Epidemiological studies suggest that diet contributes to over 60 percent of colon cancer:
diets rich in meat, saturated fat and animal protein are considered to increase risk;
vegetables, dietary fiber and other plant-related compounds may prevent colon cancer
159

. Molecular studies have shown that during colon carcinogenesis somatic mutations

accumulate 7 , but the role of diet in their etiology isstill under debate.

81

Chapter 6

About 50 percent of colon tumors harbor single point mutations in the Kirsten ras (K-ras)
oncogene 160. G to A transitions at the second base of codons 12 or 13 of K-ras are
common in human colon tumors and are characteristic effects of alkylating compounds,
such as N-nitrosocompounds

160

. It has been demonstrated in humans that endogenous

formation of N-nitrosocompounds is raised when red meat intake is increased 32. Other
potential meat-related carcinogens, such as heterocyclic amines present in meat cooked
at high temperatures, have been shown to induce K-ras mutations at guanine bases in
aberrant crypt foci, putative preneoplastic lesions 34, pointing to an early effect of these
compounds in the carcinogenic process. Dietary factors may also affect clonal selection
by modifying growth of colon tumors harboring K-ras mutations. Possibly as a result of a
direct antiproliferation action on hyperplasia, supplemental calcium reduces the
incidence of K-ras mutations in dimethylhydrazine-induced colon tumors 161. This is in
line with the results of an epidemiological retrospective study by Bautista and colleagues
162

, which showed that the intake of calcium was inversely associated with colon tumors

harboring K-rasmutations.
About 80 percent of K-ras mutations in colon tumors are located in codon 12, while
mutations in codon 13 are observed in about 10 percent8;160. Mutations in codon 12 are
either more likely to occur or they are more likely to exert a selective growth advantage
when they occur160. Most mutations in codon 13 aretransition mutations, while in codon
12 the C-A transition mutation as well as the G-T transversion mutation are most
common n.
We explored whether the consumption of products from animal origin and their
constituents are associated with the occurrence of K-ras mutations in colon tumors and
whether these dietary factors may be differently associated with the prevalence of
transition and transversion mutations in codons 12 and 13 of the K-rasgene. We explore
these hypotheses in a previously conducted case-control study, in which meat
consumption and calcium intake increased risk of colon cancer68163.

MATERIALS A N D M E T H O D S

Study population
A population-based case-control study on diet and colon cancer was conducted in the
Netherlands between 1989 and 1993. Methods have been published in detail previously
6B

. In total, 232 incident colon cancer cases and 259 population-based controls were

included. Cases were men and women with colon cancer, newly diagnosed at surgery.
Population-based controls, frequency matched to the cases by age (5-year intervals),
gender, region, and degree of urbanization, were recruited randomly by general
practitioners of the cases. All subjects were of Western-European origin, spoke Dutch,
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were up to 75 years old at time of diagnosis and did not have previous cancer, polyposis
coli, or inflammatory bowel disease. Cases were invited by their surgeons within three
months of diagnosis in regional hospitals from the east and central parts of the
Netherlands; of all eligible cases 47% was actually invited, which was due to technical
and administrative reasons. Cancer registries in the study areas were used as a check of
completeness and provided additional clinical and pathological information. Except for a
more advanced Dukes' stage, non-invited cases did not importantly differ from those
invited. The response of cases and controls invited to be interviewed was about 60%.
Except for Dukes' stage, the distribution of age, gender, tumor site and therapies of the
interviewed cases was comparable to the distribution among all eligible cases. Among
controls, participation was higher amongyounger subjects and those living in urban areas.
Cases and controls who participated did not differ significantly in the consumption of
nutrients and food groups of interest from non-participants who filled out a non-response
questionnaire.
For 28 of the 232 cases, the cancer registry defined the location of the tumor as
rectosigmoid in contrast to the surgeon who located the tumor in the colon. Since the
etiology of rectal tumors might differ from those situated in the colon, the present
analyses are restricted to colon cancer cases (ICD-O 153). Paraffin-embedded tissue from
primary colon tumors resected before chemo- or radiotherapy, was collected between
1995 and 1997 from 185 of the colon cancer cases. Nineteen tumor specimens could not
be collected for administrative reasons. These cases did not differ materially in
demographic or dietary factorsfrom those of whom archival material could becollected.
Dietary assessment
To assess usual dietary habits, a detailed, structured, interview-based dietary history
questionnaire was used, referring to the previous full year (in cases before symptoms
occurred). The consumption frequency per month, number of months during which the
item was used, number of portions per consumption and portion size of 289 food items
of 19 food groups were inquired. To be able to estimate portion sizes, the contents of
frequently used household utensils and cups were measured. To minimize errors, the
dietary questionnaire was entered in the computer using a specially designed computer
program which included range-checks and consistency checkswith other foods.
Average daily intake of nutrients was calculated usingthe Dutch National Food Table 164.
Nutrient intake was adjusted for energy by the residual method 165 for men and women
separately.
In addition to the dietary part, the interview included questions on previous and current
smoking habits, aspirin and NSAIDs use, family history of colorectal cancer, and medical
history.
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DNA-isolation
DNA was isolated from nine 8 ;Um paraffin sections. Guided by an haematoxylin /eosin
stained section,tumor tissuewasscraped off. After deparaffination and rehydration, tissue
was incubated for 18 hours at 56°C with 0.5 mg/ml proteinase K(Boehringer Mannheim,
Almere, The Netherlands) in 500 /JI cell lysis solution (DNA-isolation kit; PureGene
Gentra Systems Inc, Landgraaf, The Netherlands) and additional 72 hours at 37°C. After
cooling the samples to 4°C, protein was precipitated. To the supernatant, 500 /ui
isopropanol was added for DNA precipitation. After washing the pellet with 70% ethanol
at4°C and centrifugation, DNA wasair-dried and rehydrated.
Mutant Allele SpecificAmplification (MASA)-PCR
Codon 12 and 13 of K-raswere examined by MASA " 2 . A mixture of primers for MASA
corresponds to variants of the first (setA) or the second (set B) nucleotide of codon 12, or
the first (setC) or the second (set D) nucleotide of codon 13. The following primers were
used:
for wild-type Ki-ras: 5'TGTGGTAGTTGGAGCTG3';
SetA 5'TGTGGTAGTTGGAGCTC3', 5'TCTCGTAGTTGCAGCTA3', and
5'TGTGGTAGTTGGAGCTT3';
Set B5'GTCGTAGTTGGAGCTGT3', 5'GTCGTAGTTGGAGCTCA3', and
5'GTGGTAGTTGGAGCTGC3';
SetC 5'GGTAGTTGGAGCTGGTC3', S'GGTAGTTGGAGCTGGTAS', and
5'GCTAGTTGCAGCTGGTT3';
Set D 5'GTAGTTGGAGCTGGTGC3', 5'GTAGTTCGAGCTGGTGA3', and
5'GTAGTTGGAGCTGGTGT3'.
Forall PCRexperiments the same reverse primer wasused:
5'CCAGGTCCTGGTAAGAAAACT3'.
MASA-PCR was performed asfollows: PCR reaction mixture 1 (40 uJ)consisted of 300 ng
of purified DNA, 20 mmol/l (NH 4 ) 2 S0 4 , 75 mmol/l Tris-HCI (pH 9.0), 0.01% Tween, 200
jumol/l of dNTPs, 0.4 nmol/l of reverse primer, 2.5 mmol/l MgCI2. After an initial
denaturation step of 3 min. at 94°C, mixture 2 (10^1), which consisted of 0.3 units of
Thermoperfect Plus DNA polymerase (Integra BV, Zaandam, The Netherlands), and 20
pmol of each of the forward primers, was added immediately to mixture 1. PCR was
performed in 35 cycles of 30 sec. at94°C, 30 sec at 60°C and 1 min. at 72°,followed by
a final extension of 72°C for 5 min., in a Mastercycler 5330 (Eppendorf Geratebau
GmbH, Hamburg, Germany). Following amplification, 15 /JI of each reaction mixture was
loaded on a 2% agarose gel containing 100 ng/ml ethidium bromide and
electrophoresed.
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A second PCR was performed on those DNA samples that were found positive. In this
new PCRsingle primers that correspond to each of the variant nucleotides of the positive
first PCR set were added per incubation. Conditions were the same as in the PCR
described above.
Since all samples studied contain wildtype K-ras DNA due to the presence of tumor
stroma in all lesions tested, we used wildtype K-ras DNA as an internal control for the
quality of the DNA isolated form paraffin-embedded tissue. For each sample we first
amplified wildtype K-ras by PCR using a primer combination that amplifies the same
fragment asinthe MASA. Thiswildtype PCR hadto be positive, otherwise the sample was
excluded from mutation analysis by MASA. In our series of lesions we found that in 98%
ofthe samples wildtype K-rascould easily be amplified.
To validate the robustness of MASA we performed sequence analysis on the PCR
products of anumber of samples,eachwith adifferent mutation in codon 12 or 13. In all
casesanalyzed we found the same mutation bysequencing aswasdetected by MASA.
Data analysis
The association between diet and K-ras gene mutations was evaluated by comparing the
mutation prevalence among cases using logistic regression models 166. In addition, odds
ratios (OR) and 95%confidence intervals (CI) were calculated separately for mutant cases
and wildtype cases versus the population-based control group. First, quartile analyses of
dietary intake were conducted. To quantify the associations on a continuous scale, all
ORs and 95%Cls are expressed for the distance between the first and third quartile. All
analyses were adjusted for age, sex and total energy intake. Additional adjustment for
Dukes' stage (in case-case comparisons only), smoking habits, BMI, and other dietary
factors, such as the consumption of vegetables and fruits, did not change the estimates
importantly. Data analyses were conducted for all K-ras mutations combined. Moreover,
analyses were conducted separately for codon 12 and codon 13 and for transition and
transversion mutations.

RESULTS

Of the 185 colon tumors included in this study, 66 (36%) harbored K-ras mutations in
codons 12 or 13: 55 tumors (82%) showed a mutation in codon 12, and 12 (18%) in
codon 13. In one tumor, mutations were found in both codons. Of the 55 mutations in
codon 12 (wildtype GCT), 23 (42%) were transition mutations, of which GAT (96%) was
most common, and 32 (58%) were transversion mutations of which the CTT mutation
(53%) was mostfrequent. In codon 13 (wildtype CCC), GAC transitions (92%) were most
frequent.
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Table 6.1 shows characteristics of the study population; cases are categorized by the
absence or presence of K-rasmutations. The occurrence of K-rasmutations was related to
advanced tumor stage. There were no marked differences between K-ras mutant and Kras wildtype tumors with respect to age, sex, tumor-site and total energy intake. Poultry
and fish consumption was slightly higher amongthose with K-ras mutations as compared
to those without (p<0.1). Fish consumption was also slightly higher as compared to
controls (p<0.1). The consumption of dairy products was higher among both case-groups
ascompared to controls. Energy intake was significantly higher among both case groups
as compared to controls, while energy-adjusted total fat intake was significantly higher
amongcasesharboring K-rasmutations ascompared to controls.
Table 6 . 1 . Characteristics of the study population;

cases are categorized by the absence (wildtype) or

presence (mutant) of K-rasmutations in codons 12 and 13.

Variable

Colon cancer cases (n= 185)

Controls
n=259

wildtype (n= 119)

mutant (n=66)

Age (years; mean ± SD)

61.8 +

Sex (% men)

52.2

53.8

56.1

Smoking status (%never smoked)

31.3

35.3

25.8

Tumor site (% proximal)

n.a.*

46.4

43.5

Dukes' stage (% C and D)

n.a.

32.1

43.611

10.0

61.7 ±

10.2

61.7 ±

10.6

Tumor characteristics

Food groups (mean ± SD)
Red meat (g/day)

73.9 +

34.1

67.3 ±

37.0

80.6 ±

34.7

Poultry (g/day)

13.8 +

13.7

13.6 ± 15.611

14.7 ±

14.3

18.2 + 21.2
268.2 + 244.3

325.6 ± 339.1t

322.7 ± 305.4

Energy (kj/day)

9,362 ± 2,844

10,276 ± 3,307§

10,511 ±3,140§

Total fat (g/day)t

100.4 +

24.9

102.7 ±

23.8

Saturated fat (g/day)t

42.0 +

10.7

43.0 ±

11.4

44.2 ±

13.0

Total protein (g/day)t

83.2 +

14.9

83.5 ±

17.1

85.5 ±

15.7

56.8 +

13.6

57.5 ±

14.5

59.2 ±

16.0

Fish (g/day)
Dairy products (g/day)

18.4 ± 21.411

28.1 ± 45.4*

Nutrients (mean±SD)

Animal protein (g/day)t
Calcium (mg/day)t

1,248.5 + 406.0

1,273.0 ± 425.9

106.3 ± 28.6§

1,245.0 ± 418.4

* not applicable
t adjusted for total energy intake by regression analysis
Hwildtype vs mutant p<0.1
* wildtype or mutant vs controls p<0.1
§ wildtype or mutant vs controls p<0.05

Table 6.2 presents odds ratios and 95%confidence intervals for case-case aswell ascasecontrol comparisons evaluating the association between animal products and K-ras
mutations. Fish consumption increased colon cancer risk only among those patients
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harboring K-ras mutated tumors. K-ras mutational status did not materially alter the
associations between other animal food groups, nutrients and colon cancer risk. (Table
6.2).
Table6.2.Animal foods andnutrients as relatedto K-ras mutations incolon tumors.
Foods/Nutrients

Odds ratiosand95%Confidence intervals*
mutantvswildtype
n=66vs119

mutant vscontrols

wildtypevscontrols

n=66vs259

n=119vs259

Foodgroups
1.0(0.7-1.3)

Meat

per43 gt

1.1 (0.8-1.6)

Beef

per 26g

1.0(0.7-1.4)

1.1 (0.7-1.6)
0.8(0.6-1.1)

0.8(0.6-1.1)

Processedmeat
Poultry

per23 g

1.0(0.7-1.5)

1.1 (0.8-1.5)

1.2(0.9-1.6)

per 17 g

1.1 (0.8-1.5)

1.0(0.7-1.4)

1.0(0.8-1.3)

Fish

per20 g
per287g

1.2(1.0-1.5)

1.2(1.0-1.4)

1.0(0.7-1.3)

1.1 (0.8-1.5)

1.0(0.7-1.2)
1.1 (0.9-1.4)

per20 g
per16 g

1.2 (0.9-1.6)
1.1 (0.8-1.4)

per 118g
per 19 g
per 17 g

1.0(0.7-1.3)
1.1 (0.8-1.6)
1.1(0.8-1.6)

1.2 (0.9-1.6)
1.2 (0.9-1.5)
1.1 (0.8-1.4)
1.2 (0.8-1.6)

per459g

0.9(0.6-1.3)

Dairy products
Nutrients
Totalfat
Saturatedfat
Cholesterol
Total protein
Animal protein
Calcium

1.2 (0.9-1.6)
1.0(0.7-1.4)

1.1 (0.9-1.4)
1.1 (0.9-1.4)
1.1 (0.9-1.4)
1.0(0.8-1.4)
1.1 (0.8-1.4)
1.1 (0.8-1.4)

* adjustedforage,genderandtotalenergyintake
t continuous variableasdistance betweenthirdandfirstquartile

Table 6.3 shows the odds ratios and 95% confidence intervals for case-case comparisons
of cases with codon 12 mutations versus cases with codon 13 mutations and cases with
transition mutations versus transversion mutations in codon 12 . Substantial differences
were observed according to the codon affected. A high intake of protein, especially
animal protein, showed anearly 10-fold risk of K-ras mutations in codon 12 compared to
mutations in codon 13. For calcium, poultry and dairy products important differences
were also observed between mutations in codons 12 and 13. Comparing transition
mutations with transversion mutations in codon 12, showed no important animal
product-related differences.
To further evaluate the observed etiologic heterogeneity between codons 12 and 13,
Table 6.4 presents comparisons with the population-based control group for both case
groups. For (animal) protein, calcium and poultry consumption, positive associations were
observed with mutations in codon 12, while mutations in codon 13 appeared to be
inversely associatedwith these dietary factors.
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Table 6.3. Animal foods and nutrients asrelatedto specificK-ras mutationsin colon tumors: case-case
comparisons.
Food/nutrient

Odds ratiosand95%confidence intervals*
codon 12 mutations

transitions mutations

vscodon 13 mutations

vstransversions mutations

n=54 vs11t

n=23 vs32

foodgroups
total redmeat
beef
poultry
fish
processedmeat
dairy products
Nutrients
totalfat

per43 g*
per26g
per 17 g
per20g
per23 g
per287g

1.3 (0.5-3.4)
1.7 (0.7-4.2)
15.0 (1.4-160)
1.8 (0.8-4.4)
1.0 (0.5-2.2)
2.7 (0.8-9.5)

1.4 (0.7-2.9)
0.9 (0.5-1.8)
0.9 (0.5-1.8)
0.9 (0.7-1.1)
1.1 (0.6-1.8)
1.2 (0.7-2.0)

1.2 (0.6-2.3)
1.4 (0.7-2.6)
1.4 (0.6-3.3)

0.9 (0.6-1.4)
1.1 (0.7-1.6)
0.9 (0.5-1.5)
1.3 (0.7-2.5)
1.0 (0.6-1.8)
1.4 (0.7-2.7)

saturatedfat

per20g
per 16 g

cholesterol
total protein

per 118 g
per 19 g

animal protein

per 17 g

9.3 (1.9-45)
9.0 (2.0-42)

calcium

per459mg

4.1 (1.4-12)

* adjustedfor age,sexandtotalenergyintake
t onepersonharboringmutations incodon 12andcodon 13wasexcludedfromtheanalyses
* continuousvariableasdistance betweenfirstandthird quartile
Table6.4.Animalfoods andnutrients as related to K-ras codon 12and 13mutations in colontumors: casecontrolcomparisons.
Foods/nutrients

foodgroups
total redmeat
beef
poultry
fish
processedmeat
dairy products
Nutrients
totalfat
saturatedfat
cholesterol
total protein
animal protein
calcium

Odds ratiosand95%confidence Intervals*
codon 12 mutations vscontrols codon 13 mutationsvs
(n=55vs. 259)
controls (n=12vs.259)
per43 gt
per26 g
per 17 g
per20g
per23 g
per287g

1.1 (0.8-1.7)
0.9 (0.6-1.3)

per20 g
per 16 g
per 118 g
per 19 g
per 17 g
per459 g

1.2
1.2
1.1
1.5
1.5
1.2

1.2 (0.8-1.6)
1.2 (1.0-1.5)
1.1 (0.8-1.5)
1.2 (0.9-1.7)
(0.9-1.6)
(0.9-1.6)
(0.8-1.4)
(1.0-2.1)
(1.0-2.1)
(0.9-1.6)

* adjustedforage,sexandtotalenergyintake
t continuousvariable asdistance betweenfirstandthird quartile
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0.9
0.5
0.4
0.8

(0.4-1.9)
(0.2-1.3)
(0.1-1.2)
(0.4-1.6)

0.9 (0.4-2.0)
0.7 (0.3-1.6)
1.0 (0.6-1.1)
0.9
0.9
0.4
0.4
0.6

(0.5-1.7)
(0.5-1.6)
(0.2-1.0)
(0.2-1.0)
(0.3-1.2)

Animalproducts and K-ras mutations

DISCUSSION
Overall, these data do not support the hypothesis that the occurrence of K-ras mutations
in colon tumors are importantly influenced by the consumption of animal products.
However, these data do suggest that colon tumors with codon 12 and codon 13 K-ras
mutations are related differently to the intake of protein and calcium and the
consumption of poultry. No diet-related differences were observed for transition versus
transversion mutations.
Although this isthe largeststudy on diet and specific K-ras mutations published to date, it
isstill of limited size, since collection of both dietary data and tissue blocks from a large
number of colon cancer cases is extremely labor intensive. Moreover, it could be argued
that multiple comparisons increase the possibility of chance findings, especially for the
codon and mutation specific analyses. However, the differences between the two codons
appear to besubstantial,warrantingfurther investigations.
In any retrospective case-control study, selection bias and information bias may affect
internal validity. Our investigation focused primarily on etiological differences between
cases with mutations in codon 12 or 13 of the K-ras gene compared to cases without
these mutations. Since casesare unaware ofthe mutational statusoftheir tumors, in these
case-case comparisons, systematic errors in dietary recall are less likely to bias study
results than in traditional case-control comparisons. However, recall of dietary habits can
still be influenced by (knowledge of) a more severe tumor stage or medical treatment
influencing appetite. Adjusting all case-case comparisons for Dukes' stage did not change
the estimates importantly, however.
The prevalence of K-rasgene mutations (36%) is atthe low end of the range reported in
other studies: from 35% to 65% 12;113;16 °. This may be partially explained by a lower
participation rate among cases with Dukes C and D tumors, who tend to have higher
mutation prevalences. In addition, we evaluated only codons 12 and 13, thereby missing
potential mutations in codon 61,which may account for up to 5% of K-ras mutations in
colorectal cancer 8. On the other hand, we assessed K-ras mutations using the MASA
method, which is more sensitive than a SSCP method commonly used, or direct
sequencing. MASA detects lessthan 1 %mutated cells while sequencing needs at least 10
to 20%mutated cells167.
The spectrum of specific K-rasmutations issimilar to that observed in a large multi-center
study evaluating the prognostic significance of K-ras mutations among 2214 colorectal
cancer patients: 835 (38%) harbored a mutation, of which 81 percent were located in
codon 12 12.As in our study, the C to Atransitions and Gto Ttransversions atthe second
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position of codon 12 were most common, while the GAC mutation occurred most
frequently in codon 13 12.
The results obtained from our 185 colon cancer cases do not correspond to a similar
study by Bautista and associates in Majorca, that included 106 colorectal cancer (62
colon) cases, 37% harboring a K-ras mutation

162

. Among this Spanish population, the

authors observed an inverse association between high calcium intake and risk of
developing a K-ras mutation. In the Dutch population described here, in contrast to
Spain, there is a high level and wide range of calcium intake. We did not observe an
inverse association between calcium and K-ras gene mutations overall; we did observe,
however, an inverseassociation for tumorswith codon 13 mutations.
Our data suggest adifferent dietary etiology of K-rascodon 12 and 13 mutations: animal
protein, calcium and poultry, andto alesser extentdairy products and fish, are differently
related to codon 12 and 13 mutations. A diet high in meat, animal protein and low in
dairy products and calcium might optimize the exposure to arylamines, N-nitroso
compounds and other carcinogens which could directly interact with genomic DNA to
form bulky adducts ultimately leadingto mutations in growth regulatinggenes 159. It might
be that certain carcinogenic compounds preferably form adducts on codon 12, while
codon 13 is not a significant target. Methylnitrosourea (MNU) is known to induce C-A
transition mutations 16B. However, these transition mutations are common in both codons
and no important differences between transition and transversion mutations were
observed in this study. Limited by the size of the study, we could not evaluate specific
transition and transversion mutations. Whether the G-T (glycine to valine) transversion
mutation in codon 12, which is observed to be associated with a more severe prognosis
12

, isassociatedwith specific exposures would be of considerable interest.

Another explanation for the differences between codons might bethat mutations occur at
a similar rate in both codons, but that dietary factors, such as protein and calcium,
provide an environment with aspecific growth advantage for tumors harboring codon 12
mutations or an environment which prevents the outgrowth of tumors with K-ras
mutations in codon 13.

If our findings can be reproduced in larger studies, the diet-related differences between
the two main targets of mutations in the K-ras oncogene, may provide further insight in
the etiology of colon cancer.

ACKNOWLEDGMENTS

This work was financially supported by grants from the Dutch Cancer Society. We are
indebted to the Departments of Pathology of the following hospitals for providing tumor

90

Animal productsandK-rasmutations

tissue: Canisius-Wilhelmina Hospital Nijmegen, Academic Hospital Utrecht, Antonius
Hospital Nieuwegein, Eemland Hospital Amersfoort. The initial case-control study has
been conducted in collaboration with regional hospitals and cancer registries, and with
financial support of the Dutch Dairy Foundation of Nutrition and Health. All those
involved in the conduct of the case-control study are gratefully acknowledged. John D.
Potter isthanked for hisadvice and critical comments on the manuscript.

91

P53 OVEREXPRESSION AND P53 MUTATIONS
I N COLONCARCINOMAS:
RELATION TO DIETARY RISK FACTORS

D.W. Voskuil
E.Kampman
A.A. van Kraats
H.F. Balder
C.N.P. van Muijen
R.A.Coldbohm
P.van 'tVeer

Published in:
IntJ Cancer 7999; 81: 675-687

Dietandp53 abnormalities incoloncancer

CHAPTER 7

P53 OVEREXPRESSIONAND P53 MUTATIONS
I N COLON CARCINOMAS:
RELATIONTO DIETARY RISKFACTORS
Epidemiological studies have suggested that dietary factors may differently
affect p53-dependent and p53-independent pathways to colon cancer. Results
of such studies may depend on the method used to assess p53 status. This
case-control study of 185 colon cancer cases and 259 controls examines this
relation, using both immunohistochemistry and SSCP(exon 5-8) / sequencing to
detect p53 abnormalities.
Of 185 carcinomas analyzed using immunohistochemistry, 81 (44%) were
categorized as p53 overexpression. P53 mutations were detected in 59 tumors
(32%). A slight increase in risk observed for intake of saturated fat was largely
due to an increased risk in cases without p53 overexpression (OR per 16.1
g/day: 1.46; 95% CI, 1.08-1.97), and no association in cases with p53
overexpression (OR: 1.07; 95% CI, 0.78-1.47). However, findings were less
pronounced when cases were classified by mutation analysis (wildtype OR:
1.33; 95% CI, 1.01-1.75; mutated OR: 1.16; 95% CI, 0.81-1.65). Similar
results were observed for total fat intake. For other nutrients and for vegetable
and meat food groups no differences in risk for both p53 pathways were
observed, independent of the laboratory technique used. Interestingly, in cases
with transversion mutations in the p53 gene, an increased risk was observed for
saturated fat (OR: 2.00; 95%CI, 0.97-4.14), in contrastto those with mutations
at CpG sites (OR: 0.93; 95% CI, 0.55-1.57).
In conclusion, an increase in colon cancer risk for the p53-independent
pathway due to fat intake, is more pronounced when using immunohistochemistry. However, mutation analysis is needed to study the possible
association with asmallgroup of tumors with transversion mutations.

INTRODUCTION
Cancer of the colon and rectum is the fourth most c o m m o n type of cancer and cause of
death from cancer throughout the world \ The transformation from normal colonic
mucosa to carcinoma is accompanied by accumulation of genetic alterations, involving
activation of oncogenes and inactivation of tumor suppressor genes e. Alteration of the
p53 tumor suppressor gene is one of the most frequent molecular abnormalities observed
in human cancer and is associated w i t h the transition from adenoma to carcinoma in
colorectal cancer

169

. Mutations in the p53 gene are mostly missense mutations, which

result in loss of tumor suppressor function and lead to increased half-life and quantity of
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the p53 protein 14.This protein overexpression can bevisualized by nuclear staining using
immunohistochemistry (IHC).
Epidemiological studies have implicated dietary habits in the etiology of colorectal cancer.
It has been estimated that over 50%of colorectal cancer casescan be prevented by diet \
High intake of red meat and animal fat may increase the risk whereas a high intake of
fruit and vegetables may decrease risk of colon cancer 3. Some dietary factors may be
related to specific genetic alterations, such as mutations in the p53 tumor suppressor
gene. Recently, epidemiological studies have addressed risk factor patterns of colorectal
carcinomas with and without p53 overexpression 116117-124;17017\ interestingly, Freedman
et al. found cruciferous vegetables to be protective among cases with p53 positive
tumors, but not in p53 negative cases, ascompared with controls " 7 . In the same study,
beef consumption increased risk in p53 negative cases, but not in p53 positive cases,as
compared with controls. Sofar, studies on risk factors of colorectal cancer and p53 status
all used p53 overexpression and not mutation analysis.
The objective of the present analysis is to examine whether the diet-cancer association
depends on p53 abnormalities in the tumor, and whether mutation analysis using single
stranded conformational polymorphism (SSCP) of exon 5-8 followed by sequencing, as
compared to immunohistochemical methods, leads to different associations or yields an
added value.

MATERIALSANDMETHODS
Study population anddata collection
Between 1989 and 1993, a population-based case-control study has been conducted in
The Netherlands to examine the relationship between dietary factors andthe risk of colon
cancer. Details about the design and conduct of this study are described previously 163. In
short, cases were defined as newly diagnosed patients with histologically confirmed
adenocarcinoma of the colon (ICD-O 153), asdetermined at surgery. All Dutch-speaking
men and women of Western European origin, up to the age of 75 years old at diagnosis,
without ahistory of cancer, polyposis coli or inflammatory bowel disease were eligible. Of
alleligible casesdiagnosed,47%were invitedto participate bytheir surgeon,and of those
invited 60%agreed to participate. In order to explore potential selection bias, participants
and non-participants were asked to fill out a short questionnaire on diet and lifestyle
habits. Although non-participants did have aworse prognosis according to Dukes' status,
they were similar with respect to the consumption of food groups. A total of 232 cases
participated in the initial study, including 28 cases whose tumor was classified as
rectosigmoid according to the cancer registry. To minimize misclassification, resulting
from potential differences in etiology and p53 mutation spectrum between colon and
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rectum cancer m, the latter group was excluded from the present analysis. The control
group (n=259) was recruited randomly by the general practitioners of the participating
cases, and was frequency matched by age and sex to the cases. Of the 520 controls
invited, 57% agreed to participate. Dietary and lifestyle patterns were similar for those
participating and those who refused. Trained dietitians conducted personal interviews at
the participants homes. The dietary part of the questionnaire requested information on
frequency and amount of foods consumed in the year before the interview (for cases
before diagnosis and complaints) and consisted of a detailed, structured dietary history
questionnaire.
Tumor material
For p53 analysiswe obtained formalin-fixed, paraffin-embedded tumor material from 185
of the initial 204 cases of colon cancer in the case-control study. Of the remaining 19
cases no tumor material could be retrieved, due to administrative reasons. Tumor
characteristics and dietary habits of these casesdid not differ from the caseswhose tumor
material wasavailable for analysis. Thetumor sampleswere analyzed for accumulation of
the p53 protein by immunohistochemistry, and for mutations in exons 5-8 of the p53
gene by SSCPfollowed bysequencing.
Immunohistochemistry
From formalin-fixed, paraffin-embedded specimens 4 jL/m sections were mounted on
charged glassslides (Superfrost) and dried overnight at 60°C.Sections were deparaffinized
in xylol for 10 min. and rehydrated through graded concentrations of ethanol and water.
Microwave antigen retrieval was performed by boiling the sections in 10 mM citratebuffer pH 6,0 for 5 min.atfull power. Additional buffer was added and the sections were
boiled for another 5 min. and then allowed to cool to room temperature for 45 min.
Sections were rinsed in PBS. Endogenous peroxidase activity was blocked by incubation
in 0,6 % H 2 0 2 for 30 min. Sections were rinsed in PBS.Aspecific antibody binding was
blocked by pre-incubation of the sections with 10% normal horse serum in PBS/BSA for
10 min. Sections were incubated overnight at 4°C with a cocktail of two anti-p53
antibodies: 0,4 (Ug/ml DO-7 (Neomarkers, Fremont, USA) which recognizes both mutant
and wild forms of p53, and 1/Jg/ml 240 (Neomarkers, Fremont, USA) which recognizes
only the mutant form of p53. Negative control sections were treated with PBS/BSA alone.
Sections were rinsed in PBS, and antibody binding was visualized usingthe Vector ABC
Elite kit (Vector laboratories, Burlingame CA, USA) using 3,3'-diaminobenzidine as
substrate and copper enhancement according to the manufacturer's protocol. Finally,
sections were dehydrated through graded concentrations of ethanol, incubated in xylol
and mounted with permount.
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Stained sections were scored independently by two investigators (A.A. v. K., G.N.P. v.
M.). Asthe occurrence of only very few strongly positive cells in atumor does not seem to
correlate with p53 mutations 173;174,we used acut-off point of 20%of tumor cellsstained,
like in other epidemiological studies 116;117. Tumors were scored as p53 negative if less
than 20%of the cellsdisplayed nuclear positivity and positive if otherwise.
DNA isolation
DNA isolation was performed using the Puregene DNA isolation kit (Centrasystems,
Triangle Park, USA). From the formalin-fixed, paraffin-embedded specimens six to nine 8
jL/m sections were cut for DNA isolation and one 4 jum section was cut for Hematoxylin
and Eosin (H&E) staining. Guided by the H&E-stained section, tumor tissue was scraped
from the 8 £/m thick sections. After deparaffination with xylol and rehydration with
ethanol the tumor tissuewas incubated for 18 hours at 56°C with 0,5 mg/ml proteinase K
(Boehringer Mannheim GmbH, Almere, The Netherlands) in 500 jul cell lysis solution
according to the recommendations of the manufacturer and for additional 72 hours at
37°C . After cooling-down the samples to 4°C, 150 jul of protein precipitation solution
was added, followed by mixing for 20 sec. and centrifugation for 10 min. at 14,000xg,
4°C.To the supernatant 500 /JI isopropanol (100%) was added followed by gentle mixing
and centrifugation for 10 min.at 14,000xg,4°C.After washingthe pellet with 500/JI 70%
ethanol at 4°C, DNA was air-dried and rehydrated in 100 ^ l hydratation solution for 60
min. at 65°C. DNA wasstored at4°C until use.Analysis of the quality of the isolated DNA
by agarose gel electrophoresis showed that the size of the DNA fragments was 200-400
bp.

SSCP-analysis
The highly conserved regions of the p53 gene, exons 5-8 were each amplified separately
usingthefollowing intronic oligonucleotide primers:
Exon 5: 5F: 5TCACTTGTGCCCTGACTT3'
5R: 5'GAGGAATCAGAGGCCTGG3'
Exon 6: 6F: 5'GAGACGACAGGGCTGGTT3'
6R: 5'GAGACCCCAGTTGCAAAC3'
Exon 7: 7F: 5'CCAAGGCGCACTGGCCTC3'
7R: S'CCGGCAAGCAGAGGCTGCS'
Exon 8: 8F: S'CCTTACTGCCTCTTGCTTCS1
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8R: 5TGAATCTCACCCATAACT3'
PCRreaction mixture 1 (40fj\) consisted of 20 mmol/l (NH4)2S04, 75 mmol/l Tris-HCl (pH
9.0), 0.01%Tween, 200 /Jmol/I of dNTPs, 0.2 jumol/l of the forward primer, 1.0 mmol/l
MgCI2 (exon 5,7) or 1.5 mmol/l MgCI2 (exon 6) or 2.5 mmol/l MgCI2 (exon 8). After an
initial denaturation step of 3 min. at 94°C, mixture 2 (10/71), which consisted of 0.3 units
of thermoperfect plus DNA polymerase (Integra BV, Zaandam, The Netherlands) and 10
pmol of the reverse primer, wasadded immediately to mixture 1. PCRwas performed for
40 cycles asfollows: 94°C for 30 sec, 55°C (exon 5) or 60°C (exon 6,7,8) for 45 sec. and
72°C for 1 min., followed by afinal extension at 72°C for 5 min. in aMastercycler 5330
(Eppendorf Geratebau GmbH, Hamburg, Germany).A negative control without DNA was
included in each PCRexperiment. After amplification 10JUI of the product was subjected
to electrophoresis on a 2% agarose gel containing 100 ng/ml ethidium bromide to
confirm success of DNA amplification. The sizes of the PCR products were as follows:
exon 5, 292 bp; exon 6,197 bp; exon 7,212 bp and exon 8, 237 bp.
For SSCP-analysis 3 JJ\ of the PCR-product was diluted in 3 jul loading buffer (95%
formamide, 20mM EDTA, 0.05% bromophenol blue and 0.5% xylene cyanol), heated at
95°C for 3 min. and cooled on ice before loading. The electrophoretic analysis was
carried out on a Genephor Electrophoresis Unit (Amersham Pharmacia, Uppsala,
Sweden) using GeneGel Excel 12.5/24 kit (Amersham Pharmacia, Uppsala, Sweden).
Electrophoresis was performed at 7°C (exon 7)or 18°C (exon 5,6,8) for 2 hours at 25mA,
15W and 600V. Finally the gels were stained in a Hoefer Automated Gel Stainer
(Amersham Pharmacia, Uppsala, Sweden) with the PlusOne DNA Silver Staining Kit
(Amersham Pharmacia, Uppsala,Sweden) accordingto the manufacturer's instructions.
For reasons of efficiency not all 4 exons were analyzed in each tumor. As mutations in
more than one exon areexceptional175;176, we decidedthat, if amutation wasdetected in
one exon, the tumor would be excluded for analysis of the subsequent exons. According
to the frequency of mutations in each exon reported in other studies 123;172'177;178/ the
exonswere analyzed inthe following order: exon 7, 8, 5and 6.

Sequenceanalysis
Sequencing was performed on original PCR products of exon 5-8 of p53 for all SSCPpositive tumors. Where SSCP indicated the presence of a mutation not detected by
sequencing, the variant band was selected from the gel and reamplified. In 5 tumors a
mutation still could not be confirmed and were therefore scored as not harboring a p53
mutation. Sequencing primers were the same as those used for PCR. The PCR product
was purified using QIAquick purification columns (Qiagen GmbH, Dusseldorf, Germany)
and followed by Taq cycle sequencing using Dye terminator cycle sequencing ready
reaction kit (ABI Prism, Perkin Elmer, Branchburg, USA) according to the manufacturer's
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instructions. Sequence analysis was performed by the Applied Biosystems Model 370A
DNA sequencer (Perkin Elmer, Branchburg, USA). To avoid false positive results due to
polymerase errors, all samples showing a mutation after SSCP/sequencing, were tested
again by performinganew PCR,SSCPand sequence analysis.
Data analysis
Results of immunohistochemical analysis were compared with the actual mutation
spectrum of exons 5-8 of the p53 gene in these colon carcinomas. Sensitivity of IHC is
defined as the probability of a positive result (20% or more overexpression), given an
actual mutation in exon 5-8 wasdetermined bySSCP/sequencing.Specificity isdefinedas
the probability of anegative result in IHC (<20% overexpression), given no mutation was
found by SSCP/sequencing of exon 5-8. The proportion of carcinomas with a mutation
detected by SSCP (exon 5-8)/sequencing was calculated in each category of p53
overexpression. This was repeated, excluding carcinomas with a silent mutation or a
mutation leading to a stopcodon, because these are not expected to result in p53
overexpression.
Both p53 overexpression and p53 mutation, were used to study the relationship with
dietary factors. Intake of nutrients and food groups was categorized using quartiles,
according to the distribution among controls. To test for trend and to quantify the
associations on acontinuous scale,quartile medians were used asan additional exposure
variable m. All odds ratios (OR) and 95%confidence intervals (95%CI) are expressed for
the distance between the first and the third quartile cut-off points. To simultaneously
account for confounding factors, multiple logistic regression models were used. Nutrient
intake values were adjusted for energy intake by the residual method for men and
women separately 165, and by adding energy intake to the models. Additionally, to adjust
for differences in distribution, age and gender were included in all models. Potential risk
factors such as body mass index, family history, smoking and alcohol intake did not
change the OR's more than 10% when added individually to the models, and were
therefore not included inthe final models.
Data analysis was performed using the SAS-system and consisted of several phases. First,
to identify relevant etiological heterogeneity for specific dietary risk factors, case-case
comparisons were performed. The resulting OR can be interpreted as the ratio of the
relative risk for developing p53-positive disease to the relative risk for developing p53negative disease. These case-case comparisons were conducted separately for
immunohistochemistry and SSCP (exon 5-8)/sequencing. Subsequently, it was evaluated
whether dietary factors were associated with colon cancer in specific subgroups of cases,
i.e. p53 overexpression, any p53 mutation, or specific p53 mutations. The ORs for these
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subgroup specific case-control analyses were expressed using all 259 controls as the
reference group.

RESULTS

Results of immunohistochemical detection of p53 overexpression and SSCP/sequencing
analysis of p53 mutations in exon 5-8 are summarized in Table 7.1. A total of 185 tumors
were analyzed, of which 81 (44%) were categorized as IHC-positive. UsingSSCPanalysis
of exons 5-8 followed by sequencing, a p53 mutation was detected in 59 tumors (32%).
In total 133 tumors (72%) were consistent for IHC and SSCP/sequencing, 44 (24%) were
positive in both and 89 (48%)were negative in both.
Table 7.1. Number of colon carcinomaswith p53 protein overexpression and mutation of exon5-8 of the
p53gene.

IHC %of cells positive
negative (n=104)*

Positive( 1=81)

0%

20-49%

1-19%

50-79%

total (n=185)
80-100%

SSCP/sequencing
mutationt
no

66

23

12

16

9

126

yes

13

2

5

16

23

59

stopcodonll
silent*

9
2

1
0

0
0

1
0

1
1

12
3

exon5
exon6
exon7
exon8

3
3
4
3

0
1
0
1

1
0
2
2

4
2
5
5

9
2
5
7

17
8
16
18

79

25

17

32

32

185

total

* <20% positive nuclei of tumor cells was scored 'negative', a20% positive nuclei of tumor cells was scored
'positive'
t SSCP/sequencing analysis was done in the following order of exons: 7, 8, 5, 6; if a mutation was found in
anexon the tumor was excluded for analysis of the subsequent exons
H in 12 of 59 carcinomas with a mutation a mutation resulting in a stopcodon was found, which is not
expected to lead to overexpression of the protein
* in 3of 59 carcinomas with a mutation asilent mutation was found, which does not lead to an amino acid
change and thus notto overexpression of the protein

In 15 of 59 tumors in which a mutation was detected by SSCP/sequencing, no p53
overexpression was found. In 12 of these the discrepancy could be explained: 10
mutations resulted in stopcodons (Table 7.1), and 2 mutations did not lead to an amino
acid change. IHC was positive in 37 tumors (20%) in which no mutation could be
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detected bySSCPand sequencingof exons 5-8. Thus,takingSSCP(exon 5-8) /sequencing
asthe reference,sensitivity and specificity of IHCwere 74%and 71% respectively.
80.

70.

60.

t/>

stopcodons+silentmutations
mutatedtumors

50

c
o

S 40.
30.

20.

10.

20-49

50-79

80-100

%positivecells
Figure7.1. Theproportion ofmutationsincategoriesofp53 overexpression.

Figure 7.1 shows the probability of a mutation in exon 5-8 in different categories of p53
overexpression.The probability increased with an increasingnumber of cells with positive
staining. This was especially clear, when not taking into account silent mutations and
mutations leadingto astopcodon,which are not expected to result in overexpression.
Table 7.2 shows potential risk factors in the control group and in the colon carcinoma
patients stratified by p53 status basedon IHC and SSCP(exon 5-8)/sequencing (SEQ).Age
was similar in all groups. Gender was not significantly different in all case groups as
compared with the controls, but the proportion of women was higher in those classified
asIHC negative. The percentage of carcinomas with Dukes' Cor D was similar in all case
groups. No statistically significant differences in mean intake of nutrients and food groups
were found between the 4 case groups. Energy intake was higher in all case groups as
compared to controls. Intake of vegetables was significantly lower in all case groups as
compared to controls. The total red meat intake was highest in caseswith apositive result
in SSCP (exon 5-8)/sequencing, however not significantly different from controls or other
case groups. In the cases which were negative for both IHC and SSCP (exon 5-8)/
sequencing, intake of beef was significantly lower than in controls (p<0.10). Intake of
processed meat was significantly higher in cases both positive in IHC and SSCP (exon 58)/sequencingascompared with controls.
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When comparing risks between cases with and without overexpression, we found ORs
markedly deviating from 1for total fat (positive vs negative OR per quartile range of 37.3
g/day, 0.61; 95%CI, 0.38, 0.98) and for saturated fat (positive vsnegative OR per quartile
range of 16.1 g/day,0.76; 95%CI, 0.52, 1.09). No statistically significant ORswere found
for any of the case-case comparisons for other nutrients or food groups (data not shown).
When comparing mutated and wildtype cases no statistically significant ORs were found
either, the OR was 1.07for total fat (95%Cl= 0.65, 1.75) and 0.90 for saturated fat (95%
Cl= 0.62, 1.32). The ORs did not markedly change when the case-case analyses were
adjusted for Dukes'stage.
Table 7.3 presentsthe ORsand 95%CIsfor the risk estimates for nutrient and food group
intake according to p53 overexpression and according to p53 mutation status, as
compared with controls. Total fat and saturated fat intake increased the risk of colon
carcinomas without p53 overexpression (OR, 1.94; 95% CI, 1.32, 2.85, and OR, 1.46;
95% CI, 1.08, 1.97, respectively), but not of carcinomas with p53 overexpression (OR,
1.20; 95% CI, 0.81, 1.77, and OR, 1.07; 95%CI, 0.78, 1.47, respectively). When p53
status was evaluated using mutation analysis, total fat intake was associated with an
increase in risk in both mutated and wildtype cases (OR, 1.57; 95% CI, 1.00, 2.45, and
OR, 1.56; 95%CI, 1.10, 2.20, respectively), whereas the OR for saturated fatwas slightly
higher inwildtype casesthan in mutated cases(OR, 1.33; 95%CI, 1.01, 1.75,and OR,
1.16; 95%CI, 0.81,1.65, respectively).
The ORsfor the remaining nutrients and food groups did not markedly differ between the
case groups or between methods of assessing p53 abnormalities. The decrease in risk
associated with vegetables was similar in specific casegroups and also comparable to the
risk in all cases combined. Intake of cruciferous vegetables was only significantly
associated with a decrease in risk in cases without overexpression (OR, 0.62; 95% CI,
0.41, 0.95) and in wildtype cases (OR, 0.61; 95% CI, 0.41,0.91), and the difference in
ORs between cases with and without p53 abnormalities was more pronounced when
using mutation analysis. When the analyses for cruciferous vegetables were adjusted for
total intake of vegetables, the ORs no longer indicated a decrease in risk (data not
shown), suggesting the inverse association is not specific for cruciferous vegetables. We
found no significant associations with intake of any of the meat product groups in either
of the casegroups.
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Of the 59 mutations detected by SSCP/sequencing, 7 mutations (12%) consisted of 5
deletion mutations (1-17 bp) and 2 one base pair insertions,which all lead to stopcodons,
and 52 (88%)were point mutations (data not shown). Twenty-three G:C to A:T mutations
at CpC sites (39%) were found in known hotspots for colorectal cancer: 4 at codon 175,
5 at codon 248, 9 at codon 273, and 5 at codon 282. Of the point mutations 5 led to a
stopcodon, 4 were mutated in codon 306 or codon 213, also at CpC sites. Thirteen
tumors (22%) harbored a transversion mutation, which is the type of mutation often
relatedto smoking in lungcancers.
Table 7.4. Risk ofcoloncarcinomas with specificp-53 mutations, fornutrients andfoodgroup consumption,
usingquartilemedians ascontinuous variable, expressedperquartile range (Q3-Q1, g/day).
mutations atCpC-

transversion mutations

islands
vscontrols
(27 vs 259)
OR(95% CD*

vscontrols
(13 vs 259
OR (95% CD*

(0.64-2.88)
(0.80-2.89)
(0.55-1.57)

2.48
1.89
2.00
2.24
2.57

(0.78-7.93)
(0.78-4.56)
(0.97-4.14)
(0.88-5.70)
(0.98-6.76)

Calcium

(/17.0g)
(/10.4g)
(/459mg)

1.36
1.52
0.93
0.78
0.96
0.63
1.15

(0.60-2.19)

0.63
1.12

(0.24-1.66)
(0.47-2.65)

Alcohol

(/18.2g)

0.89

(0.51-1.55)

0.82

(0.40-1.70)

(/106g)

0.42

(0.14-1.03)

0.76

(0.21-0.83)
(0.37-1.54)

0.38

(/28g)
(/164g)

0.59
0.93
1.08

(0.21-1.65)
(0.41-2.12)

Dietaryfactor

(/quartilerange)

Energy

(/3566 kj)
(/37.3g)
(/16.1g)
(/19.2g)

Totalfat
Saturatedfat
Protein
Animal protein
Dietaryfiber

Vegetables,

total
cruciferous

Fruits
Meat,

redmeat
beefonly
poultry

Fish
Processedmeat

(/43g)
(/26g)
(/17g)
(/20g)
(/22g)

0.78
1.41
0.68
1.34
1.26
1.36

(0.40-1.48)
(0.50-1.85)
(0.32-1.26)

(0.44-1.36)
(0.71-2.80)
(0.37-1.27)
(0.76-2.37)
(0.78-2.05)
(0.62-2.98)

0.58
1.12
1.32

(0.40-2.90)
(0.24-1.42)
(0.50-2.50)
(0.66-2.62)

1.98

(0.63-6.22)

* Odds ratios (OR) and 95% confidence intervals (95% CI), all models are adjusted for age, gender and
energyintake.

In Table 7.4 ORsand 95%CIsare shown for intake of nutrients and food groups for cases
with mutations at CpG islands and transversion mutations. Except for vegetable intake,
which is inversely associated with mutations at CpC islands as well as transversion
mutations, none of the nutrients and food groups were significantly associated with
mutations at CpC islands. However, transversion mutations were positively associated
with intake of energy, total fat, saturated fat, total protein, and animal protein. Although
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these nutrients are all significantly correlated with total red meat intake (Pearson r = 0.32,
0.33, 0.29, 0.33, 0.39 respectively), no positive associations were found with meat
product groups.

DISCUSSION

In this case-control study including 185 colon cancer cases, we evaluated the association
between dietary factors and p53 abnormalities using both p53 protein overexpression
and specific p53 mutations as the endpoints of interest. For most dietary factors similar
observations were found for tumors with and without p53 abnormalities. However, total
fat and saturated fat were positively associated with colon cancer risk in tumors that did
not show p53 abnormalities. Although the percentage of cases consistently positive or
consistently negative for both endpoints was relatively high (72%), differences in ORs
were more pronounced when p53 abnormalities were determined by immunohistochemistry ascompared to mutation analysis. Interestingly, when examining specific types
of mutations, an increased risk with fat and saturated fat was observed for transversion
mutations but not for mutations at CpG sites. Although the number of cases was small,
especially for the evaluation of the specific p53 mutations, this study suggests a role for
(saturated) fat in the p53-independent pathway to colon cancer (normal protein
expression), aswell asinthe p53-dependent pathway (transversion mutations).

Thisstudywas initially designed to address the role of dietary risk factors inthe etiology of
colon cancer 163, and the results were in line with those reported by others 3. In case
control studies, selection bias and information bias limit the interpretation. In our study,
however, responders and non-responders, both amongcasesand controls, had essentially
similar dietary patterns. In addition, the disease may indirectly have affected reported
food intake of cases. In this respect, it is relevant that 64% of the responding cases had
Dukes'stageA or Btumors,whereas inthe Dutch Cancer Registry this is 5 1 % 2 . Therefore
it is less likely that advanced disease has severely influenced the reported food intake.
Advanced disease, and therefore presence of symptoms and information bias, correlates
with p53 abnormalities. In our study we found p53 overexpression in 4 1 % of cases with
Dukes' A or B, and in 48% of cases with Dukes C or D. Moreover, we observed lower
consumption of vegetables in caseswith Dukes' Cor D ascompared to caseswith Dukes'
A or B. Results of the case-case analyses were not materially changed however, if Dukes'
stage was taken into account. In conclusion, it seems unlikely that inherent pitfalls in
design and conduct of case-control studies haveseriously affected our results.
In our data, the percentage of p53 overexpression is similar, but the percentage of p53
mutations is slightly lower than reported in the literature. This may be due to the
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overrepresentation of early stage tumors (Dukes' A or B, see above), as well as to our
restriction to analysis of exon 5-8.
We have used standard IHC methods to detect p53 overexpression. Like others we used
20% of cellswith nuclear stainingasthe cut-off point for scoringatumor asbeing positive
in p53 overexpression. Using this method we found 44% of the tumors to show p53
overexpression. Others have found 40-50% of colorectal cancer cases to show p53
overexpression 116;117'123'124. j o detect mutations, we used SSCP of exons 5-8 of the p53
gene as a screening method, after which mutations were confirmed and specified by
sequencing. To maximize sensitivity, sequencing was performed even if SSCP was only
marginally positive. Where SSCPsuggested the presence of a mutation not confirmed by
sequencing,the variant band was selected from the gel and reamplified. We found 32%
of colon carcinomas to harbor a mutation in exons 5-8 of the p53 gene, which is
somewhat low. In a review on p53 mutations in cancer Creenblatt et al. reported 50%of
colon cancers to harbor a mutation in the p53 gene, based on studies using PCR-based
techniques, screeningat leastexon 5-8 14.This difference may bedue to our restriction to
exons 5-8, the sensitivity and specificity of SSCP, or other factors. Mutations outside
exons 5-8 are expected to occur in 5-20% of tumors, depending on the tumor site 176,
and are usually frameshift or null mutations which do not lead to protein overexpression
and therefore cannot be detected by IHC 14. SSCP is thought to have a sensitivity and
specificity of 90% for detecting a mutation in the p53 gene u. Therefore, our 32%
mutations asassessed by SSCP(exon 5-8)/sequencing, should represent about 72-85% of
all mutations in our cases, the estimated true percentage thus being 38-44%.
Furthermore, our method is not able to discriminate between one or more mutations in
exons 5-8, since we stopped analysis of other exons when a mutation was found in one
exon. Mutations in more than one exon are, however, exceptional175;176. in our study the
percentage of mutations in each exon wassimilar asfound by others 123;172;177;178.Thus the
apparently low percentage of mutations (32%) can be partly attributed to the methods
used. Possible misclassification resulting from this, may explain the weaker associations
observed with mutation analysis as compared with immunohistochemistry methods.
Furthermore, the relatively high percentage of Dukes' A & B tumors in our study may
harbor less p53 mutationsthan DukesC& D tumors.
We found sensitivity and specificity of detecting p53 overexpression using IHC with SSCP
(exon 5-8)/sequencing asthe reference method to be 74% and 7 1 %respectively. In 84
studies identified by Greenblatt et al. comparing IHC with sequencing, positive staining
was found in 44% of tumors by IHC, while 36% actually contained mutations 14. The
sensitivity in these 84 studies was on average 75% (range 36-100%), and the positive
predictive value was 63% (range 8-100%), with considerable variation among tumors at
different sites 14, no details were given for specific sites. However, in an evaluation of
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antibodies for immunohistochemistry, Baas et al observed a sensitivity of 67% and a
specificity of 90% in 19 colorectal neoplasms in The Netherlands, using information on
mutations from sequencing analysis as reference

174

. There are several possible

explanations for the inconsistencies between the two methods for detecting p53
abnormalities. P53 overexpression in tumors where no mutation was detected may be
due to: the ratio of tumor cells and normal cells inthe sample usedfor PCR beingtoo low
to detect a mutation; binding to viral or cellular proteins which may lead to
overexpression without the presence of a mutation; mutations outside exon 5-8 (these
consist mainly of frameshift or null mutations which are not detectable by IHC) or in
introns. Nonsense mutations in exon 5-8 which do not lead to overexpression, explained
mostofthe caseswhere no overexpression wasdetected inthe presence of amutation.
The moderate sensitivity and specificity, and the fundamental difference between cellular
and molecular processes related to protein expression and gene mutation may also
suggest that both markers of p53 involvement in colon tumorigenesis represent different
entities,with only partially shared etiological determinants.

To our knowledge we are amongthe firstto report p53 abnormalities in colon cancer not
only in relation to food groups but also in relation to nutrient intake. When comparing
cases without p53 abnormalities with controls we observed a positive association with
total fat and saturated fat intake, which was more pronounced when using
immunohistochemistry methods instead of mutation analysis. No increased risk was
observed in cases with p53 abnormalities as compared with controls, except for those
with transversion mutations in the p53 gene. These latter cases showed a positive
association with total fat andsaturated fat intake.
Freedman et a/., in their case control study on dietary risk factors and p53 overexpression
in 163 colorectal cancer cases and 326 controls, found beef intake to be positively
associated with colorectal cancer when comparing cases without overexpression with
controls 117. In our data, total fat aswell assaturated fat, protein and animal protein were
correlated with intake of meat. However, no positive associations with (specific) colon
carcinomas were observed for red meat. As Freedman et a/, did not present results on
nutrient intakes, we can only speculate that nutrients correlated with beef intake are
associated with a p53 independent pathway in their study as well. Whether intake of
specific fatty acids or other substances more specifically associated with meat intake (e.g.
heterocyclic amines) arethe underlyingetiologic factors remains to beelucidated.
Our results are only partially in line with the inverse association between cruciferous
vegetables and colon cancer in caseswith p53 overexpression, asfound by Freedman et
a/. 117 We found cruciferous vegetables to be protective both in cases with and without
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p53 abnormalities; in contrastto Freedman'sfindings only significantly so in cases without
overexpression or mutation. In The Netherlands cruciferous vegetables account for alarge
proportion of the total intake of vegetables. When the analyses for cruciferous vegetables
were adjusted for total intake of vegetables, there was no longer a marked association
between cruciferous vegetables and cancer risk in any of the case groups, suggesting that
the inverse association cannot be explained by consumption of cruciferous vegetables
only. Freedman et a/, found smoking and family history to be associated with p53 status
aswell 117 . In our study these factors were also associated with colon cancer risk, however
the OR's for dietary factors did not markedly change after adjustment for smoking status
and family history (data not shown).
In contrast to the study by Freedman et a/., which included both colon and rectum
tumors 117, our study only included colon cancer cases, which may be a subgroup of
cancers with a different etiology than rectal cancer. Additionally, Freedman et a/, used
different antibodies, which could result in differences in sensitivity.
Although no important effect of dietary factors on overall presence of mutations was
found, looking at specific mutations showed that intake of total fat, saturated fat, total
protein and animal protein were all associated with an increased risk of colon tumors
with a transversion mutation. None of the dietary factors were associated with colon
cases with mutations at CpG-islands, which are thought to be of endogenous origin. In
cancer ofthe lung,transversion mutations, and more specifically C:C to T:A transversions,
are strongly associated with smoking 15. Adjusting our analyses on transversion mutations
for smoking did not markedly change the ORs. Iftransversion mutations can be generally
seen asmutations caused by exogenous carcinogens, our results suggestthat diet may also
be relevant for asmall subgroup oftumorsthat harbor such amutation.
In conclusion,for most dietary factors, resultswere similar for both p53 pathways in colon
cancer, both when using p53 overexpression and when using p53 mutation as endpoint.
However, we observed a positive association between (saturated) fat and colon cancer,
limited to the p53 independent pathway, which was stronger when using p53
overexpression as the endpoint. Interestingly, for the subgroup of p53 transversion
mutations, fat consumption appeared to be important aswell. Although this isthe largest
study to date, it obviously isof limited size, requiringconfirmation in larger studies.
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CHAPTER 8

GENERAL D I S C U S S I O N

INTRODUCTION

Although diet is assumed to play an important role in the etiology of colorectal
carcinogenesis, the specific effect of dietary factors remains to be elucidated. Ascancer is
a "disease of the genes", additional clues to the etiology will be provided by studying
diet-gene interactions in colorectal carcinogenesis. The studies in this thesis were
conducted with the objective to gain more insight in the etiology of both sporadic and
HNPCCcolorectal carcinogenesis.
The first section of this general discussion serves to integrate the main findings as
summarized in Table 8.1. Secondly, methodological considerations regarding statistical
power and several types of bias are discussed. In this part the methodological study on
questionnaires to assess meat consumption and preparation (CHAPTER 4) is addressed. In
the third section the biological plausibility of the examined hypotheses isoutlined. Finally,
conclusions are drawn about the study results, and possible lines of future research into
diet-gene interactions are presented.
Table 8.1. Overview of the main findings of the studies described in this thesis.

Ch Topic

Study population

2

Anticipation

Successivegenerations in
HNPCC families

Birth cohort effect explains earlier ageof onset of
colorectal cancer

3

Frequency K-ras and
p53 abnormalities

Sporadic and HNPCC
colorectal adenomas

Similar frequencies of K-rasgene mutation and p53
protein overexpression

4

Questionnaire on
meat consumption
and preparation

Swedish case-control
study on several types of
cancer

Limited lossof information for heterocyclic amine
intake with reduced questionnaire (methodological
study)

5

Meat consumption
and preparation

Sporadic and HNPCC
adenoma cases and
controls

Red meat and darkly browned meat surface
associatedwith risk in sporadic group; no
associations in HNPCC group

6

Diet in relation to
(specific) K-ras
mutations

Colon carcinomas

Positive associationwith animal protein and
calcium for codon 12 mutations; inversefor codon
13 mutations

7

Diet in relation to
p53 overexpression
and mutations

Colon carcinomas

Positive association with (saturated) fatfor p53negative (no overexpression) and
-positive (transversion mutation) cancers

Main findings
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MAIN FINDINGS INTEGRATED
Dietary factors in HNPCC colorectal carcinogenesis
AIM 1 of this thesis (CHAPTERS 2, 3 & 5) was: to examineevidence for arole of dietaryrisk
factors in the etiology of HNPCC colorectal carcinogenesis; are some aspects of the
etiologysimilar tosporadic colorectalcarcinogenesis?
In adescriptive epidemiological study (CHAPTER 2) we found the cumulative incidence of
colorectal cancer to increase in successive generations of HNPCC families, which could
be attributed to abirth cohort effect. Inthe general population, both incidence and mean
age at diagnosis have gradually increased since the 1960s 2. These increasing trends in
incidence might suggestthat environmental factors similarly affect the etiology of sporadic
and HNPCC colorectal carcinogenesis.
The similar frequencies of mutations in the K-ras gene and overexpression of the p53
protein in HNPCC and sporadic colorectal adenomas (CHAPTER 3), suggest similar
molecular pathways in early stages of colorectal carcinogenesis with regard to K-ras and
p53. Possibly, dietary factors are associated with these molecular abnormalities (as
studied in CHAPTERS6 & 7) both in sporadic and HNPCC colorectal carcinogenesis.
Subsequently, we studied directly whether diet (meat consumption and preparation) is
similarly associated with sporadic and HNPCC adenomas (CHAPTER 5). However, we
found meat consumption and preparation to be differently associated with risk of
sporadic and HNPCC colorectal adenomas. Red meat consumption and darkly browned
meat surface were associated only with an increased risk of sporadic adenomas but not
with HNPCC adenomas. Thus, meat consumption and preparation may not be relevant
in the etiology of HNPCC adenomas. These results, although not in line with the trend of
findings in the previous chapters, do not rule out a possible role for (other) dietary factors
inthese or other stagesof HNPCC colorectal carcinogenesis.

Diet in relation to K-rasand p53 genes in sporadic colon cancer
AIM 2 of this thesis (CHAPTERS 6 & 7) was: to examineevidence for a differential effect of
dietary risk factors on K-ras/p53 dependent and independent pathways to colorectal
carcinogenesis.
In the studies described in the previous section (AIM 1) we studied trends in cancer
incidence, molecular abnormalities in K-ras and p53, and dietary factors, to support our
hypothesis of arole for environmental factors in HNPCC colorectal carcinogenesis. In the
following section we directly studied the interaction between the latter two, in sporadic
colon cancer.
With respect to diet in relation to K-ras mutations (CHAPTER 6), we observed no
differences in dietary factors between carcinomas with and without a K-ras mutation.
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Examiningspecific K-ras mutations, we found high intakes of animal protein and calcium
to be positively associated with carcinomas harboring codon 12 mutations, and to be
inversely associated with carcinomas harboring K-rascodon 13 mutations. Transition and
transversion mutations were not differently associated with dietary factors.
We studied p53 overexpression and p53 mutations in relation to diet (CHAPTER 7), and
found intake of total fat and saturated fat to be positively associated with risk of
carcinomas, especially of the p53 independent pathway. Differences in associations were
more pronounced with p53 overexpression than with p53 mutations. Interestingly, when
studying specific p53 mutations, we did observe similar associations of diet with risk of
carcinomas harboring p53 transversion mutations, but not with carcinomas harboring
mutations atCpG islands.
If our findings with regard to K-rasand p53 abnormalities would be confirmed by others,
thiswould suggestthat especially dietary factors of animal origin could be associated with
specific mutations in K-ras (codon 12) or p53 (transversions) but also with overexpression
of p53 protein.
Secondary objectives ofour studies
Regarding the aims (AIM 1 & AIM 2), the studies in this thesis are among the first to
examine diet-gene interactions in colorectal carcinogenesis, in the etiology of HNPCC
and mutations in K-ras and p53 genes, using an epidemiological approach. Such "early"
studies into a new area, tend to be of small size, and they are therefore not sufficient to
provide "proof" of diet-gene interactions. Nevertheless, they can suggest directions for
future research.A secondary objective of our studieswasto develop and expand research
infrastructures relevant to the study of diet-gene interactions in human populations. In
this way our studies have provided abasisto evaluate methods and study designs.

M E T H O D O L O G I C A L CONSIDERATIONS

In any case-control study selection of subjects and assessment of exposure may result in
biases. In the following section the design, conduct and analysis of our studies will be
discussed in the light of these biases and their effect on the interpretation of our study
results.Sections areordered with respectto selection of subjects, assessment of molecular
abnormalities, and assessment of exposure, addressing both non-differential and
differential misclassification. Potential confounding of the associations by disease
characteristics and several lifestyle factors will be discussed. Subsequently, some remarks
about power considerations will be made.
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Selection ofadenoma/carcinoma casesand controls
Inthe studies described in this thesis both colon carcinomas and colorectal adenomas are
used as endpoints, and control groups are derived from the general population and a
hospital population (i.e. endoscopy patients), respectively. Assessment of endpoints may
have been subject to misclassification. The choice of these case groups and their
respective control groups may have led to selection bias, if differentially associated with
exposures understudy.
Colon carcinoma cases have been verified by histology and registered by the Netherlands
Cancer Registry, reducing possibility of false positive cases (CHAPTERS 6 & 7). The control
group consists of "healthy" population subjects randomly selected from the files of the
general practitioners of the cases. As cumulative incidence at age 75 (the maximum age
in this population) is only about 5% 94, the number of undetected colon carcinomas in
our control group isexpected to bevery low.
Non-participation (or non-response) of both cases and controls may lead to selection bias
if differentially associated with dietary factors. As participating controls (participation rate
50%) did not markedly differ from non-participating controls with respect to age, gender,
and dietary habits, no relevant selection bias is to be expected with respect to the
relevant exposure among controls. The case group in this study (participation rate 60%)
consisted of relatively more Dukes' A and Bcarcinomas than overall in colon carcinoma
patients. As dietary habits might be associated with severity of the disease, selection bias
could have been introduced. However, this higher percentage of Dukes' A and Bcases
may actually benefit the quality of the dietary data, asthese cases are less likely to have
changed their diets as a result of the disease. Moreover, adjustment of the analyses for
Dukes'stagedid not markedly change the results.
Colorectal adenomas are highly prevalent (35-60%), especially with increasing age, in
populations at high risk for colorectal cancer180, and frequently occur without presenting
symptoms. Therefore, the adenoma control group (CHAPTER 5) underwent full colonic
examination to exclude adenomas. The adenomatous component in polyps of all cases
has been verified by histology. Because of full colonic examination and histopathologic
review, misclassification of disease status isexpected not to have markedly influenced the
results. Subjects harboring hyperplastic polyps, verified by histopathology, have been
included in the control group, as hyperplastic polyps are generally not considered to be
precancerous lesions. However, hyperplastic polyps may also be associated with dietary
factors; this may therefore have led to a dilution of associations. As this study involves
only few controls with hyperplastic polyps (10%),this bias isexpected to besmall.
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In both the sporadic and the HNPCC casegroupsthe participation rateswere high (90%).
Sporadic adenoma cases and controls both underwent endoscopy, came to hospital for
similar indications, and fulfilled the sameeligibility criteria. Indications for endoscopy, e.g.
abdominal pain, diarrhea, and constipation, may be related to dietary factors, but are
usually not related to having adenomas. Rectal blood loss,another frequent indication for
endoscopy, may be related to having adenomas, but is usually not related to dietary
habits. Therefore, these indications for endoscopy are unlikely to have affected our
results. With respect to the HNPCC group, both adenoma cases and controls are
generally thought to be relatively health conscious, with more favorable dietary habits
than the general population. This health consciousness, however, is thought to be a
characteristic of HNPCC family members, irrespective of whether they have been
diagnosed with adenomas, and is not related to screening, participation or enrollment in
our study. These assumptions suggestselection biaswill not have seriously influenced our
results.

TheHNPCCpopulation Both the 'true' HNPCC status of the families included in these
studies, as well as the gene carrier status of adenoma cases and controls may affect
interpretation of the results.
The HNPCC families are ascertained assuch usingthe "Amsterdam criteria" 25. These are
based on family history data and have been designed to establish uniformity in studies of
HNPCC. This approach leads to both false positive families (when chance aggregation
leads to high numbers of cases in a family) and to false negative families (when families
are too small to include enough cases). Since 1993 five genes have been found
responsible for the defects in the mismatch repair system which cause HNPCC 18. Only a
small percentage of the HNPCC families included in our studies have been examined for
germline mutations in these genes, and therefore these mutations could not be used to
confirm HNPCC-status. However, in asimilar Dutch population of HNPCC families it was
found that the Amsterdam criteria strongly correlate with mutations in mismatch repair
genes n\
Gene carrier status in the source population of HNPCC family members is unknown. The
underlying assumption in the studies among first degree HNPCC family members
(CHAPTERS2, 3 & 5) isthat the first degree relatives of colorectal cancer cases have a50%
chance of harboring a germline mutation in one of the mismatch repair genes. The
proportion of non-carriers in both adenoma cases and the control group may influence
interpretation of the observed associations. Adenoma cases are assumed to be genecarriers. However, if they are diagnosed at a relatively old age, they may also be noncarriers, i.e. sporadic adenoma cases. If HNPCC adenoma cases partly consist of noncarriers and if risk associated with diet is actually higher in a sporadic population, this
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could have led to an upwards biased estimate of the relative risk in the HNPCC
population, by making the groups more similar. Thus, with respect to the relative risk
associated with meat consumption and preparation, we can safely assume that if such a
biasoccurred,the true association in the HNPCC group would be even less. Incontrast to
our assumption in the adenoma cases, we expect the controls to consist of both genecarriers and non-carriers. As gene-carriers and non-carriers among HNPCC controls are
assumed to have similar dietary patterns, no biased estimates are expected to result from
incorporating both types of controls.
Assessmentof K-rasand p53 abnormalities
Molecular abnormalities of the K-rasand p53 genes are studied both with respectto their
frequency in HNPCC andsporadic adenomas, andwith respectto their relation to dietary
riskfactors in sporadic colon carcinomas.As in any laboratory method, detection of these
abnormalities may be accompanied by false positive aswell asfalse negative results. The
sensitivity andspecificity ofthe methods arediscussed in detail in CHAPTERS3, 6 & 7.
K-ras mutation frequency in the colon carcinomas (36%) seems relatively low in
comparison with findings of others (see Figure 8.1), but can be explained by the relatively
early Dukes stage of the carcinomas in our study and our restriction to analysis of codons
12 and 13. We have used the same method on colorectal adenomas and found a similar
percentage of mutations (32%), which is within the range that could be expected in
relatively small adenomas. As the distribution of different types of mutations in both
carcinomas and adenomas wasvery similar to those found by others,we do not expect to
have missedalarge percentage of mutations usingthis method.
P53 abnormalities have been detected using both immunohistochemical methods and
PCR-based methods. Concordance between the two methods was 72% in our study of
colon carcinomas, similar to other studies of colorectal cancer (68-82%) 181. Frequencies
of mutation (32%) and overexpression (44%) in colon carcinomas and overexpression
(31%) in sporadic colorectal adenomas are also within the range found by others (see
Figure 8.1). The use of both methods to detect p53 abnormalities showed that use of
either method may lead to somewhat different results in epidemiological studies of
dietary risk factors in relation to p53. Depending on the aim of the study, achoice should
be made between p53 mutation analysis (i.e. when aiming to find dietary causes for
specific mutations) and assessment of p53 overexpression (i.e. when aiming to evaluate
overall involvement of p53 in relation to diet).
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Figure 8.1. Therange of frequencies of K-ras mutationsand p53 mutationsor overexpression, reportedin
studies ofK-ras andp53 abnormalities insporadicandHNPCCcolorectaladenomas andcarcinomas.

Assessment ofdietary exposures
Measurement errors in assessment of dietary factors, and more specifically meat
consumption and preparation, may have occurred due to limited validity and
reproducibility of the instruments used to assess dietary intake. As far as random
measurement errors are concerned, we assume this may have led to minor bias towards
the null hypothesis. If differential for casesand controls, misclassification will have caused
information bias in our studies. The studies in CHAPTERS5, 6 & 7 may be especially prone
to information bias due to differential measurement errors, as these studies involve the
retrospective assessment of diet in acase-control setting.
In the adenoma study on meat consumption and preparation (CHAPTER 5) we used a
validated semi-quantitative food-frequency questionnaire designed for the European
Prospective Investigation into Cancer to assessdietary intake of macro-nutrients and food
groups 154;155. To assess meat preparation a questionnaire was developed especially for
this purpose. The photos used in this questionnaire are derived from a very extensive
Swedish questionnaire designed to assess the intake of heterocyclic amines. The food
frequency questionnaire and the meat preparation questionnaire correlated well with
each other with respectto the consumption of total meat, red meat and poultry.
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The methodological study Inthis study (CHAPTER4) we examined whether areduced set of
questions on meat consumption and preparation provides sufficient information to
correctly categorize subjects with regard to exposure to heterocyclic amines. The analyses
were performed on data from a Swedish case control study which used avery extensive
questionnaire to assess the intake of heterocyclic amines in a population of Stockholm
elderly 134. Reduction of the number of items in the questionnaire did not substantially
change the estimated relative risks in that case control study. Thus, the number of items
andthe type of questions used in our meat preparation questionnaire should intheory be
sufficient to give a relatively good estimate of heterocyclic amine intake. Ideally, one
would useavalid biomarker for the exposure to heterocyclic amines. However, methods
such as measurement of DNA-adducts in colon tissue 140-141^43 0 r metabolites in urine 144
havetheir own methodological and analytical limitations.
In this adenoma casecontrol study (CHAPTER 5) information bias may have occurred if
cases and controls report their past diet differently. Differences in recall between cases
and controls in the HNPCC group are thought to be minimal, as this population is
generally thought to be relatively health conscious, and very aware of their risk of
colorectal cancer, irrespective of whether they had adenomas attheir most recent colonic
examination. In contrast to HNPCC family members, the sporadic population frequently
does not know if they have adenomas shortly after endoscopy, which isthe time of filling
out the questionnaires in the majority of our study population. Moreover, controls in the
sporadic group reported having bowel complaints more often than did the cases. All
analyses have been adjusted for bowel complaints, but this did not markedly affect the
results.
In the casecontrol study on colon cancer (CHAPTERS 6 & 7) an interview-based dietaryhistory questionnaire was used. It was an adapted version of a validated questionnaire
used in a study on breast cancer

182

. When studying K-ras and p53 abnormalities as

endpoints, casesare generally not aware of their K-rasor p53 status. However, molecular
abnormalities may be related to severity of disease, which may cause differences in recall
or changes in dietary habits. Therefore, all case-case analyses were adjusted for Dukes'
stage of thetumors, but again, this did not markedly alter the associations.
Confounding
Severaldietary and other lifestyle factors may be related to the endpoints aswell asto the
exposures, especially in the studies focusing on dietary risk factors (CHAPTERS 5, 6 & 7). In
each of these studies, total energy intake is taken into account as a possible confounder
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by usingenergy adjusted nutrient intakes 165 and by including energy intake in the logistic
regression models. Other potential riskfactors in colorectal carcinogenesis are:
•

high Body Mass Index, asameasure of longterm energy imbalance 149

•

low physical activity, asedentary lifestyle isthought to increase risk149

• smoking, may increase risk especially of adenomas 183;184
• alcohol intake, may increase risk especially in combination with low folate intake
185;186

•

regular aspirin or NSAIDs use, hasbeen shown to be protective in both adenomas and
carcinomas 1B7;188.

Asthese risk factors may beassociated with dietary risk factors such asmeat consumption
and preparation, they were all included in the logistic regression models separately, but
none markedly changedthe associations with the exposure under study.
Molecular abnormalities were studied as endpoints in CHAPTERS 3, 6 & 7. Clinical
characteristics of the adenomas or carcinomas, such assize and localization of the tumor,
multiplicity, stage, may all be associated with these molecular abnormalities and, where
possible, havetherefore been taken into account inthe analyses.
Power considerations
The studies described in this thesis are among the first epidemiological studies to
investigate diet-gene interactions in colorectal carcinogenesis, with respect to
environmental factors in the etiology of HNPCC and molecular abnormalities in the K-ras
and p53 genes.As little knowledge isavailable on these diet-gene interactions in humans,
very largeand expensive studies are notjustifyable atthistime.Therefore, the objective is
to identify directions for future studies, by conducting studies with smaller sample sizes.
In the interpretation of the results, larger confidence intervals are acceptable, to serve
identification of major factorsor generatingnew hypotheses.
Originally the casecontrol study on colorectal adenomas also aimed to examine whether
meat consumption and preparation are differently associated with adenomas with and
without abnormalities in the K-ras and p53 genes. However, as the frequency of K-ras
and p53 abnormalities was lower than anticipated in these adenomas, and the variation
in variables regarding meat intake and preparation is relatively small in a Dutch
population, the estimates obtained appeared to be very imprecise and therefore not
informative.

BIOLOGICALPLAUSIBILITY

In the following paragraph the plausibility of the diet-gene interactions that we have
observed is discussed, both with respect to the etiology of HNPCC colorectal
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carcinogenesis, and to molecular abnormalities in the K-ras and p53 genes in colon
cancer. This will be done by comparison with other studies and by providing a biological
rationale.
Molecular pathways and environmental factors in HNPCC
The high cumulative incidence of colorectal cancer and the relatively young age at
diagnosis as described in HNPCC families (CHAPTER 2), are well known characteristics of
HNPCC 22.They are due to the genetic defect inthe mismatch repair system,which leads
to genetic instability and therefore to high frequencies of mutations in regulatory genes18.
Anticipation (i.e.earlier onset of disease in successive generations) however, isafar more
difficult phenomenon to explain. We have provided evidence that the younger age at
diagnosis in successive generations of HNPCC families is mainly due to a birth-cohort
effect, which resembles the secular trend in cancer incidence in the general population.
Similar features have also been described in other hereditary diseases

101;102

. The

comparability of these trends in sporadic and HNPCC cancer incidence indicate that the
inherited genes may not be solely responsible for the incidence of cancer in HNPCC
families. This hypothesis is further supported by findings of changes in the tumor
spectrum of HNPCC over time

26

. Experimental evidence from studies in mice also

suggestthat the HNPCC tumor spectrum isdetermined by exposure to exogenous factors

If environmental factors are postulated to play a similar role in HNPCC and sporadic
colorectal cancer, one might expect the same genes to be involved. Mutations in K-ras
and p53 may both be related to environmental factors, but reports on small series of
HNPCC colorectal carcinomas have resulted in inconsistent findings with regard to
mutation frequencies of K-rasand p53 (Figure 8.1). We reportsimilar frequencies of K-ras
and p53 abnormalities in HNPCC andsporadic colorectal adenomas (CHAPTER3).
Distinctly different molecular pathways to sporadic and hereditary colorectal cancer have
been suggested,because of the underlyinggermline defect in the mismatch repair system.
The resulting microsatellite instability occurs in about 80-90% of HNPCC colorectal
cancers and only 10-15% of sporadic colorectal cancers

16 18

" . Mutations in the

Transforming Growth Factor 6 type II receptor (TGFB-RII) are found almost exclusively in
tumors with microsatellite instability 1<M. However, the detection of high frequencies of
somatic APC mutations in both sporadic and HNPCC tumors 2B , has cast some doubt on
the hypothesis of distinctly different pathways to sporadic and HNPCC colorectal cancer.
With respect to K-ras and p53, the few studies with relatively small series of cases, as
mentioned earlier, provided a wide range of reported frequencies in HNPCC colorectal
cancer (Figure 8.1).
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Our results suggest that K-ras and p53 genes may be involved in asimilar fashion in the
early stages of sporadic and HNPCC carcinogenesis. Do the similar frequencies of
mutations in K-rasand p53 in sporadic and HNPCC adenomas imply that environmental
factors play asimilar role inthe etiology of HNPCC carcinogenesis?
We did not find similar associations with meat consumption and preparation for HNPCC
and sporadic colorectal adenomas (CHAPTER 5). High red meat consumption and darkly
browned meat surface were positively associated with sporadic adenomas but not with
HNPCC adenomas. Possibly meat consumption and preparation are associated with
inducing early molecular alterations, such as somatic APC mutations, in sporadic
adenomas. In HNPCC adenomas however, mutations in APC might be largely due to the
defect mismatch repair system.To our knowledge no published papers have yet reported
on dietary riskfactors in HNPCC colorectal carcinogenesis.
In conclusion, it appears likely that dietary factors play a role in the etiology of HNPCC
colorectal carcinogenesis. However, it remains to be elucidated to which genes diet is
related and in which phaseofthe carcinogenic process.
Association of dietwith K-rasand p53 genes
Diet-related carcinogens such as alkylating agents have been suggested to cause point
mutations in the K-rasgene, especially at the second nucleotide of codons 12 and 13 160.
Possibly, dietary factors may also affect clonal selection by modifying growth of colon
tumors harboring K-ras mutations. Some studies suggest that aggressiveness, prognosis
and survival may differ for cancers with or without K-ras mutations and for cancers with
specific K-rasmutations126;190192. These results have been rather inconsistent, but recently
a very large multi-center study showed that some specific mutations (i.e. C to T
transversions atcodon 12) areassociatedwith poorer prognosis 12.
We found high intakes of calcium and protein to be inversely associated only with
carcinomas with K-ras codon 13 mutations, but positively associated with carcinomas
with K-ras codon 12 mutations (CHAPTER 6). In contrast to our study, Bautista et a/,
reported an inverse association for calcium in the K-ras-mutated pathway and for monounsaturated fatty acids in the K-ras-wildtype pathway only 162. We did not find total fat,
saturated or unsaturated fatty acidsto be associated with K-rasmutations. These apparent
inconsistencies may in part be due to large differences in dietary patterns between the
Spanish population in the study by Bautista et a/. 162 (low calcium intake, high olive oil
consumption) and the Dutch population in our study (high calcium intake, low olive oil
consumption).
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Environmental factors such assmokingcause mutational fingerprints in the p53 gene (i.e.
C:C to T:A transversion mutations) in lung cancer. This type of mutation also occurs in
colorectal carcinomas, although in lower frequencies, and might also be caused by
smoking or other exogenous factors. The type of p53 mutation which occurs most
frequently in colorectal carcinomas (i.e. C:C to A:T transitions at CpG-dinucleotides) is
thought to be endogenous of origin, resulting from spontaneous deamination of
methylated cytosine 14. Unknown is whether dietary factors might be involved in the
methylation process,e.g.folate,vitamin B12,alcohol.
In our study, high intakes of nutrients of animal origin, such astotal fat and saturated fat,
were associated with an increased risk of colon carcinomas, especially of the p53
independent pathway (CHAPTER 7). These differences between the p53 dependent and
independent pathways were more pronounced when studying overexpression as
compared to mutations. Although total and saturated fat intake are highly correlated with
meat consumption, we did not find total meat and beef to be associated with risk. In
contrast to this, Freedman et a/, did report beef consumption to be associated with the
p53 independent pathway only, but did not report associations with nutrients
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Interestingly, when examining specific mutations we found that the same dietary risk
factors (i.e. total fat, saturated fat) were associated with an increased risk for carcinomas
with transversion mutations, but not with mutations atCpC islands.
It appears from the combined results of our own studies aswell asthose of others, that
the dietary factors that interact with K-ras and p53 abnormalities still have to be
identified. However, the results prompt to further research on the overall involvement of
p53 (possibly using p53 overexpression as endpoint) in the association between dietary
factors and colon cancer risk.Additionally, the role of nutrients and food groups of animal
origin in the etiology of both specific K-ras (codon 12) and p53 (transversion) mutations
should besubjectto further study.

CONCLUSIONSAND PERSPECTIVES

General remarks
Cancer is known asa "disease of the genes". Simultaneously, environmental factors such
asdiet are held responsible for causing 90% of colorectal cancer. Therefore, it is merely
rational to postulate that these two, genes and environment, may interact in causing the
disease. In this thesis two types of diet-gene interaction have been studied: (1) genetic
susceptibility as expressed in a dominant monogenetic trait (HNPCC) and the relevance
of dietary factors in its etiology; (2) dietary factors in relation to somatic mutations which
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may lead to cancer, i.e. dietary factors causing these mutations or differential effect of
environmental factors depending onthese mutations.
In our studies we found suggestive evidence for both types of diet-gene interaction.
Although meat consumption and preparation appear not to be associated with risk of
HNPCC adenomas, the rationale for an association with (other) dietary factors in all
phasesof HNPCC colorectal carcinogenesis remains. Our finding of associations between
dietary factors of animal origin and specific K-rasand p53 mutations needs confirmation.
As our studies are of limited size, they have not provided scientific proof of these
associations, in terms of statistical significance at p<0.05. Therefore, no definite
conclusions will be drawn from these studies with respect to the studied diet-gene
interactions. The limited body of empirical knowledge inthisfield however, together with
our own results suggest that further research may indeed provide clues to the etiology of
colorectal carcinogenesis. Moreover, our results may serve asa basis for new hypothesis
to betested in future, larger, studies.
Future studies
• A substantial role for dietary factors in the etiology of sporadic colorectal
carcinogenesis is already well established. However, we not only need to know what
the attributable risk in the general population is.We may also want to know whether
a relevant proportion of the colorectal carcinomas in ahigh riskgroup such as HNPCC
families, ispreventable by dietary changes.
•

Evidence for a possible role of environmental factors in the etiology of HNPCC, will
be gained from currently conducted and future studies addressing the spectrum of
genes, such as TCFfi-RII, IGF-RII, BAX, APC, K-ras, p53. The frequencies and type of
mutations in these genesand the stage in HNPCC carcinogenesis in which they occur,
may provide additional linksto which environmental factors are relevant.

•

Most promising, in directly studying dietary risk factors in HNPCC, may prove to be
dietary intervention studies. A very large contrast of exposure to a specific dietary
factor will probably be needed to discern the risk associated with this dietary factor
from the high background risk due to mismatch repair deficiency. Studies on
colorectal adenomas are likely to bethe most appropriate stageto study, asthe effects
of the genetic instability may increase from there onwards. Controlled trials are
currently being initiated in Europe, to study the protective effect of resistant starch
and aspirin in HNPCC families, i.e. the Concerted Action Polyposis Prevention
(CAPP)-studies193.

• A potential source of evidence regarding effects of a specific dietary factor on the
molecular level, lies in analysis of mutations in multiple genes in archival tissue of
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ongoing or already conducted large cohort and intervention studies with primary or
recurrent adenomas asendpoints. With new rapid and efficient methods for mutation
analysis in view (e.g. gene chips), multiple genes may be scanned for mutations in
large series of tissue samples. Our case control studies into colorectal adenomas and
carcinomas have already been extended to include mutations in the APCgene.
The useof early biomarkers of cancer risk in such studies may help to disentangle the
"molecular effect" of a specific dietary factor. With respect to potential early
endpoints of both sporadic and HNPCC colorectal carcinogenesis, processes that
occur even before gene mutation may be relevant. (Epi)genetic changes such as
methylation of specific genes (e.g. mismatch repair genes, oestrogen receptor, insulin
growth factor) and DNA damage due to oxidative stress, might be influenced by diet.
However, their predictive value should first beevaluated.
Such studies on a molecular level should be conducted in sporadic colorectal cancer,
however, studies in HNPCC colorectal adenomas and carcinomas may also provide
evidence which could beextended to sporadic colorectal carcinogenesis.
Meat consumption and preparation was the main dietary exposure of interest in part
of this thesis. Future studies with the aim to investigate the causal agent(s) in meat
with respect to the etiology of colorectal cancer, need to assess: (1) preparation
methods usingspecially designed questionnaires, (2) exposure to specific heterocyclic
amines, if possible using biomarkers such as DNA adducts or urine metabolites, and
(3) exposure to other possible (pro)carcinogens related to meat consumption, e.g. Nnitroso-compounds and iron.
Accounting for genetic polymorphisms of metabolizing enzymes, may serve to
discriminate between groups with agenetic susceptibility to DNA damage caused by
environmental factors such as meat consumption and preparation. Our case control
study on sporadic colorectal cancer hasalready been extended into this direction.

CONCLUDING, future studies may clarify the role of environmental factors in the etiology
of monogenetic traits such as HNPCC. Based on our results, it should be doubted
whether HNPCC is a purely hereditary disease, and the search for environmental causes
should be continued. Moreover, further studies in the field of gene-environment
interactions in colorectal cancer are needed to disentangle the effects of diet in all
molecular phases of the adenoma carcinoma sequence.
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SUMMARY

Cancer isagenetic disease, requiring accumulation of alterations in regulatory genesfor a
tumor to develop. A familial component in colorectal carcinogenesis is suggested by an
increased risk for persons with a positive family history of colorectal cancer. Hereditary
factors are clearly present in two autosomal dominantly inherited syndromes (i.e. Familial
Adenomatous Polyposis (FAP) and Hereditary Non-Polyposis Colorectal Cancer
(HNPCQ), for which the genetic basishas now been discovered.
Although cancer is known as a disease of the genes, environmental factors are also
suggestedto play amajor role. For many decades diet issuggested to bean important risk
factor for colorectal cancer and for colorectal adenoma as its precursor lesion. However,
the mechanisms by which specific dietary components affect carcinogenesis remain
unclear. Studies of diet-gene interactions may provide further clues to the etiology of
colorectal carcinogenesis.
Diet-gene interactions may not only be relevant in sporadic but also in hereditary forms
of colorectal cancer. Since the development of adenomas in HNPCC patients has
characteristics in common with adonoma development in sporadic patients, adenomas in
HNPCC patients may also be relatedto dietary factors.Additionally, these adenomas may
serve as a model in studies of sporadic colorectal carcinogenesis. HNPCC adenomas are
usually diagnosed at a younger age and recurrences occur over a shorter time interval
than in sporadic adenoma patients. Therefore, diet-gene interactions may be more
efficiently studied in HNPCC family members.
This thesis examines diet-gene interactions in the etiology of colorectal cancer from two
different epidemiological perspectives (asinAIM 1& 2).
CHAPTER 1 introduces some of the basic concepts in the etiology of colorectal cancer.
Colorectal cancer is described as a genetic disease, which develops through the
adenoma-carcinoma sequence, by accumulating alterations in regulatory genes such as
APC, K-ras, p53, and others. These alterations may be caused by exogenous factors as
well as endogenous processes. Hereditary Non-Polyposis Colorectal Cancer (HNPCC),
has its genetic basis in a germline defect in the mismatch repair system, but also has
characteristics in common with sporadic colorectal carcinogenesis and may well share
similar molecular pathways with sporadic colorectal cancer. Some of the acquired genetic
alterations may be induced by dietary factors and alternatively, altered gene products
may function differently depending on diet. Diets high in meat and fat have long been
thought to increase the risk of both colorectal adenomas and carcinomas, but the
evidence is inconsistent. Some experimental studies in animals suggest that factors
relating to meat consumption and preparation, such as heterocyclic amines, may cause

141

Summary

mutations in regulatory genes. The fact that such mutations may occur both in sporadic
and HNPCCcolorectal carcinogenesis, was an important consideration to study diet-gene
interactions inthe general population aswell asin HNPCC families.
AIM 1: Toexamine evidence for a role of dietary risk factors in the etiology of hereditary
non-polyposis colorectal carcinogenesis; are some aspects similar to the etiology of
sporadic colorectalcancer?
In CHAPTER 2 we assessed the cumulative incidence of colorectal cancer in different age
categories of family members from 51 HNPCC families selected according to the
"Amsterdam criteria", in order to quantify lifetime risk. In this descriptive epidemiological
study the cumulative incidence at age 75 increased from 19% in the ancestors, to 32% in
the first generation and 55% in the second generation, which is largely attributable to a
birth-cohort effect. The earlier age of onset in successive HNPCC generations thus
appears not to be a biological feature of HNPCC, but reflects a time trend in cancer
occurrence which issimilar to trends inthe general population.
To examine whether HNPCC and sporadic adenomas may represent similar molecular
pathways to cancer, we investigated the frequency of mutations in codons 12 and 13 of
the K-ras gene, and overexpression of the p53 protein in these adenomas (CHAPTER 3).
The K-rasand p53 genes are both commonly mutated genes in colorectal carcinogenesis,
and may be influenced by exogenous or endogenous factors. In 48 HNPCC adenomas
and 59 sporadic adenomas the frequency of abnormalities in these genes were similar:
25% and 32%respectively for K-ras, and 25%and 31% respectively for p53. When taking
adenoma size into account, the frequencies of abnormalities in HNPCC and sporadic
adenomaswere even more similar.
In amethodological study performed on data from aSwedish case-control study (CHAPTER
4), we reported limited loss of information regarding heterocyclic amine intake
(concordance was 90%and 95%with 15 and 20 of 39 items respectively) when reducing
an extensive questionnaire on meat consumption and preparation. This supports the use
of relatively short questionnaires on meat consumption and preparation (including photos
to assesscolor of meatsurface).
In CHAPTER 5 we focus on differences in the associations of meat consumption and
preparation with risk of sporadic and HNPCC colorectal adenomas respectively, using
such a questionnaire. In this case-control study of adenoma cases and adenoma-free
controls, red meat consumption was positively, but not significantly, associated with the
risk of colorectal adenomas in the sporadic population (Odds ratio (OR) 4 . 1 , 95%
Confidence Interval (95%CI) 0.7-23.0), but not in the HNPCC population (OR 0.4, 95%
CI 0.1-2.2). A preference for a darkly browned meat surface significantly increased the
risk of sporadic colorectal adenomas (OR, 95% CI: 3.0, 1.2-7.5). Again this increased risk
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was not observed for HNPCC adenomas (0.7, 0.3-1.4). Possibly, factors related to meat
consumption and preparation such as heterocyclic amine intake may be relevant only to
the etiology of sporadic colorectal adenomas. However, this does not rule out a potential
role for these or other dietary factors in other stagesof HNPCC colorectal carcinogenesis.
Concluding, similar time trends in incidence and similar involvement of K-ras and p53
suggest a role for environmental factors in the etiology of HNPCC colorectal
carcinogenesis. However, meat consumption and preparation were not similarly
associated with risk of HNPCC and sporadic adenomas.
AIM 2: To examine evidence for a differential effect of dietary risk factors on K-ras/p53
dependent and independent pathways to colorectalcarcinogenesis.
In CHAPTER 6 we examine whether dietary factors of animal origin are associated with
(specific) mutations in the K-rasgene. K-rascodon 12 and 13 mutations were detected in
36% of 185 colon cancers (82% in codon 12) from a previously conducted case-control
study on diet and colon cancer. Food groups and nutrients of animal origin were not
differently associated with colon cancers with or without K-ras mutations. However, high
intakes of (animal) protein and calcium were positively associated with tumours harboring
K-rascodon 12 mutations (for protein per 19 g: OR 1.5, 95% CI 1.0-2.1; for calcium per
459 mg: OR 1.2, 95%CI 0.9-1.6), while inversely associated with tumors harboring with
codon 13 mutations (for protein: OR 0.4, 95% CI 0.2-1.0; for calcium: OR 0.6, 95% CI
0.3-1.2). Transition and transversion mutations were not differently associated with these
dietary factors. These data suggest a different dietary etiology of colon tumors harboring
K-ras codon 12 and codon 13 mutations. In combination with a suggested difference in
prognosis for cancerswith specific K-rasmutations,these resultswarrants further research.
In CHAPTER 7 we concentrated on the question whether dietary risk factors may be
differently associatedwith colon tumours with or without p53 abnormalities, and whether
these associations depend on the endpoint used (i.e.mutation vsoverexpression). Of 185
colon carcinomas 81 (44%) were categorized as p53 overexpression, whereas 59 of 185
(32%) were found to harbor a mutation in exon 5-8 of the p53 gene. Concordance
between these two methods was 72%. Using p53 overexpression as endpoint, an
increased risk with high intakes of total fat and saturated fat was observed for colon
carcinomas without p53 overexpression only (OR for saturated fat per 16 g, 95%CI: 1.1,
0.8-1.5 with overexpression; 1.5, 1.1-2.0 without overexpression). When cases were
classified by mutation analysis, the difference between cases with and without p53
abnormalities was less pronounced (1.2, 0.8-1.6 mutation; 1.3, 1.0-1.8 wildtype).
Interestingly, for cases with transversion mutations in the p53 gene, we observed an
increased riskfor similar dietary factors, in contrast to caseswith mutations atCpGsites.
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Concluding, both studies on K-rasand p53 in colon cancer suggestdietary factors may be
differently associated with tumors harboring specific mutations in these genes. Whether
diet has a role in inducing mutations or acts differently depending on the (altered)
function of the gene remains to beelucidated.
In CHAPTER 8 we summarize the results of our studies and discuss these in the light of
possible biases. The biological plausibility of the studied diet-gene interactions is
discussed,endorsed by results from experimental research.
Our studies are among the first to examine diet-gene interactions in colorectal
carcinogenesis, with respect to environmental factors in the etiology of HNPCC and
molecular abnormalities in the K-ras and p53 genes. The results could therefore be
compared to only few other published studies. As there is still little knowledge available
on these diet-gene interactions, statistical testing in our studies was accompanied by the
acceptance of a larger range of type a-errors. Consequently, our studies have mainly
served asabasisfor new hypotheses andto expand research infrastructures.
Future studies should continue to aim atclarifying apossible role of environmental factors
in HNPCC. Any proportion of cancers preventable by diet is relevant to HNPCC families.
Furthermore, HNPCC adenomas may serve asamodel to study colorectal carcinogenesis,
which may be extended to colorectal carcinogenesis in the general population. To
disentangle the effects of diet in all molecular phases of the adenoma-carcinoma
sequence,several intermediate molecular biomarkers of cancer risk should beevaluated.
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Vooreenieder diegeinteresseerd isin hetonderzoekbeschreven in dit proefschrift
Kanker iseen ziekte van de genen (ons erfelijk materiaal). Voor het ontstaan van kanker
zijn meerdere veranderingen in regulerende genen nodig.
Dikke darmkanker is na long-, maag- en borstkanker, de meest voorkomende vorm van
kanker in de wereld. In Nederland wordt ieder jaar bij ongeveer 8000 personen dikke
darmkanker vastgesteld. Hoewel dikke darmkanker in bepaalde families vaker lijkt voor te
komen, is slechts in ca. 5% van alle gevallen van dikke darmkanker echt sprake van
erfelijkheid. HNPCC (Hereditair Non-Polyposis Colorectaal Carcinoom) is zo'n erfelijke
vorm van dikke darmkanker. Hoewel kanker dus een ziekte van de genen is, neemt men
aan dat leefstijlfactoren een prominente rol spelen. Gedurende tientallen jaren van
onderzoek zijn aanwijzingenverkregen dat voedingsgewoonten een belangrijke risicofactor
zijn voor het ontstaan van dikke darmkanker en adenomateuze poliepen (adenomen,
goedaardige voorlopers van kanker). Het is nog niet bekend via welke mechanismen
specifieke voedingscomponenten invloed hebben op het ontstaan van kanker. Bestudering
van het samenspeltussen voedingen genen (voeding-gen interacties) kan mogelijk verdere
aanwijzingen leveren over hetonstaanvan dikke darmkanker.
Voeding-gen interacties zijn mogelijk niet alleen relevant voor het onstaan van "gewone"
vormen van dikke darmkanker (in het vervolg sporadische dikke darmkanker genoemd),
maar ook voor erfelijke vormen van dikke darmkanker (zoals HNPCC). De vorming van
adenomen bij patienten uit HNPCC-families vertoont vergelijkbare eigenschappen met
de vorming van sporadische adenomen, en wordt daarom misschien ook wel beinvloed
door voedingsgewoonten. Adenomen bij HNPCC-familieleden worden gewoonlijk op
jongere leeftijd ontdekt en komen eerder terug dan bij sporadische patienten. Om die
reden kunnen voeding-gen interacties mogelijk efficienter bestudeerd worden in HNPCC
families.
Dit proefschrift onderzoekt voeding-gen interacties tijdens het ontstaan van dikke
darmkanker vanuittwee verschillende epidemiologische invalshoeken.
In HOOFDSTUK 1 worden een aantal van de basisbegrippen over het ontstaan van dikke
darmkanker geintroduceerd. Dikke darmkanker wordt beschreven als een genetische
ziekte. De kanker ontwikkeld zich vanuit een adenoom, doordat een aantal
opeenvolgende veranderingen plaatsvindt in regulerende genen zoals APC, K-ras, p53.
Deze veranderingen kunnen veroorzaakt worden door factoren van buitenaf (bv.
voeding), alsook door processen in het lichaam. HNPCC wordt veroorzaakt door een
aangeboren verandering in een reparatiesysteem van het erfelijke materiaal. Ondanks
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deze duidelijke aangeboren oorzaak, vertoont de vorming van adenomen in HNPCC en
sporadische patienten een aantal overeenkomsten. Mogelijk ontstaan beide vormen van
dikke darmkanker op gen-nivo gedeeltelijk op dezelfde manier. Sommige van de
verworven (niet aangeboren) beschadigingen aan de genen worden mogelijk veroorzaakt
of beinvloedt door voedingsfactoren. Van een voedingspatroon met veel vlees en vet
wordt al heel langgedacht dat dit het risico op het ontstaan van dikke darm adenomen
en kanker verhoogd, maar de aanwijzingen zijn niet eenduidig. Een aantal experimentele
dierstudies suggereert dat factoren die samenhangen met vleesconsumptie en -bereiding,
mogelijk mutaties (beschadigingen) in regulerende genen veroorzaken. Het feit dat
dergelijke mutaties ook bij mensen voorkomen, zowel tijdens het ontstaan van
sporadische als HNPCC dikke darmkanker, was een belangrijke overweging om voedinggen interacties te bestuderen inzowel de algemene bevolking alsook in HNPCC families.
We zijn bij ons onderzoek naar voeding-gen interacties tijdens het onstaan van dikke
darmkanker uitgegaan vantwee doelstellingen:

DOELSTELLING 1: Het onderzoeken van aanwijzingen voor een mogelijke rol van
voedingsfactorenin het ontstaan vanHNPCC;zijn bepaalde aspectenin deontstaanswijze
vergelijkbaarmet het ontstaan vansporadischedikkedarmkanker?
In HOOFDSTUK 2 hebben we het optreden van dikke darmkanker in verschillende
leeftijdscategorien van familieleden van 51 HNPCC families berekend.Op de leeftijd van
75 jaar had 19% van de stamoudsten in deze families dikke darmkanker ontwikkeld,
terwijl dit 32% was in de eerstvolgende generatie en 55% in de daaropvolgende
generatie. Dit verschil tussen generaties was toe te schrijven aan de periode waarin deze
personen geboren waren. De jongere leeftijd waarop dikke darmkanker ontstaat in de
opeenvolgende generaties van deze HNPCC families, is daarom niet zozeer een
biologische eigenschap van HNPCC. Het laat een trend zien in het optreden van kanker
die vergelijkbaar ismet de tijdtrend die men waarneemt in de algemene bevolking.
Om te onderzoeken of HNPCC en sporadische adenomen op gen-nivo gedeeltelijk op
eenzelfde manier ontstaan, hebben we onderzocht hoe vaak afwijkingen in de K-ras en
p53 genen voorkomen (HOOFDSTUK 3). Mutaties in de K-ras en p53 genen zijn
gebruikelijk bij dikke darmkanker, en worden mogelijk veroorzaakt door factoren van
buitenaf of door processen in het lichaam. In de 48 HNPCC adenomen en 59
sporadische adenomen vonden we een vergelijkbaar aantal afwijkingen. Afwijkingen aan
het K-rasgen vonden we bij 25%van de HNPCC en 32%van de sporadische adenomen.
Bij respectievelijk 25%en 31% vonden we p53 afwijkingen.
In een methodologische studie (HOOFDSTUK 4) hebben we het gebruik van een vragenlijst
over vleesconsumptie en -bereiding onderzocht. Hiermee probeert men in te schatten
hoeveel de inneming is aan heterocyclische amines (stoffen die onstaan bij de bereiding
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van vlees bij hoge temperatuur). We rapporteren een beperkt verlies aan informatie over
de inneming van heterocyclische amines, wanneer het aantal vragen in de vragenlijst
wordt gehalveerd (van 39 naar 15 of 20). Dit ondersteunt het gebruik van een relatief
korte vragenlijst over vleesconsumptie en -bereiding, inclusief foto's om de kleur van het
vlees vastte stellen, zoalswij die gebruikt hebben in ons verdere onderzoek bij patienten
met dikke darm adenomen.
In HOOFDSTUK 5 richten we ons op de relatie tussen vleesconsumptie en -bereiding en
het risico op het ontstaan van respectievelijk sporadische en HNPCC adenomen,
gebruikmakend van een dergelijke vragenlijst. In dit zogenaamde patient-controle
onderzoek vergelijken we de voedingsgewoonten van personen met dikke darm
adenomen en controle-personen zonder adenomen. De consumptie van rood vlees
(rund- en varkensvlees, geen kip) leek geassocieerd met het risico op dikke darm
adenomen in de sporadische groep, maar niet in de HNPCC groep. Personen met een
voorkeur voor donkerbruin vlees hadden vaker dikke darm adenomen, maar weer alleen
in de sporadische groep en niet in de HNPCC groep. Mogelijk zijn factoren die
gerelateerd zijn aan de consumptie en bereiding van vlees, alleen relevant voor het
ontstaan van sporadische adenomen en niet voor HNPCC adenomen. Echter, het blijft
mogelijk dat vleesbereiding of andere voedingsfactoren in eerdere of latere fasen van het
onstaan van HNPCC dikke darmkanker een rolspelen.
Concluderend, vergelijkbare tijdtrends in het voorkomen van dikke darmkanker en een
vergelijkbare betrokkenheid van de K-ras en p53 genen suggereren een rol voor
omgevingsfactoren in het ontstaan van

HNPCC dikke darmkanker.

Echter,

vleesconsumptie en -bereiding lijken geen vergelijkbaar effect op het risico op HNPCC
en sporadische dikke darm adenomen te hebben.
DOELSTELLING 2: Het onderzoeken van aanwijzingen voor een mogelijk verschillend
effectvanvoedingsfactorenop het ontstaan vandikkedarmkanker met en zonder mutaties
in deK-ras enp53 genen.
We hebben hierbij gebruik gemaakt van eerder uitgevoerd patient-controle onderzoek
met dikke darmkanker patienten,vanwie devoedingsgegevens alverzameld waren.
In HOOFDSTUK 6 hebben we onderzocht of voedingsfactoren van dierlijke oorsprong
geassocieerd zijn met (specifieke) mutaties in het K-ras gen. Mutaties in codon 12 en 13
(verschillende delen van het K-ras gen) werden gevonden in 36% van de 185 dikke
darmkankers (82% in codon 12). Bij deze dikke-darmkankerpatienten waren
voedselgroepen en voedingsstoffen van dierlijke oorsprong niet verschillend geassocieerd
met dikke darmkankers met of zonder een mutatie in het K-ras gen. Echter, we vonden
wel dat een hoge inneming van (dierlijk) eiwit en calcium geassocieerd was met een
hoger risico op kanker met een mutatie in codon 12 van het K-rasgen. Voor mutaties in
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codon 13van het K-rasgenvonden we hettegenovergestelde. Deze gegevenssuggereren
een verschillende rol van voeding in het onstaan kanker met mutaties in codon 12 en
codon 13van het K-rasgen.
In HOOFDSTUK 7 hebben we ons geconcentreerd op de vraag of voedingsfactoren
verschillend geassocieerd zijn met dikke darmkanker met of zonder afwijkingen aan het
p53 gen.Verder wilden we bestuderen of de gevonden associaties afhankelijk zijn van de
methode die gebruikt wordt om de afwijkingen waar te nemen (mutatie of
overexpressie). We vonden p53 overexpressie in 44%van de 185 dikke darmkankers en
een p53 mutatie in 32%. Als overexpressie werd bestudeerd, werd voor personen met
een hogere inneming van totaal vet en verzadigd vet een hoger risico op dikke
darmkankers zonder overexpressie gevonden. Als de patienten werden ingedeeld op
basis van mutaties, was het verschil tussen patienten met en zonder een mutatie minder
duidelijk. Alleen zeer specifieke mutaties (transversies) leken wel geassocieerd met
dezelfde voedingsfactoren.
Concluderend, deze studies over K-ras en p53 in dikke darmkanker suggereren dat
voedingsfactoren mogelijk verschillend geassocieerd zijn met kankers met specifieke
mutaties in deze genen. Of voeding een rol speelt in het veroorzaken van mutaties of
verschillend werkt afhankelijk van de (eventueel veranderde) functie van het gen moet
onderzocht worden. Tevens zou de invloed van vleesconsumptie en -bereiding op het
ontstaan van specifieke mutaties verder onderzocht moeten worden.
In HOOFDSTUK 8vatten we de resultaten van onze studies samen en bediscuseren deze in
het licht van mogelijke methodologische beperkingen. De biologische plausibiliteit wordt
besproken binnen het kader van de huidige kennis, aangevuld met resultaten uit
experimented onderzoek.
Aangezien zo weinig bekend is over voeding-gen interacties bij het ontstaan van dikke
darmkanker, zijn deze eerste studies van beperkte omvangen daardoor statistisch minder
overtuigend. Als gevolg hiervan zijn de studies vooral gebruikt om nieuwe hypothesen te
ontwikkelen en de infrastructuur voor verder onderzoek uit te breiden.
Toekomstige studies moeten bevestigen of HNPCC adenomen mogelijk als model
kunnen dienen voor het bestuderen van dikke darmkanker, zowel in HNPCC families als
de algemene bevolking. De vraag blijft of voeding mogelijk een rol speelt in het ontstaan
van erfelijke dikke darmkanker, want zelfs als een klein aantal kankers voorkomen kan
worden door voeding, is dat relevant voor HNPCC families. Om de rol van voeding te
ontrafelen in alle fasen van de vorming van adenomen en kanker, moet het effect van
specifieke voedingsfactoren vaker op gen-nivo geevalueerd worden. Interventie studies,
waarbij voor bepaalde tijd de voeding door de onderzoekers wordt vastgesteld en
gecontroleerd, bieden hiervoor de beste mogelijkheid.

148

Dankwoord

DANKWOORD

Dit proefschriftzou er nooit geweestzijn zonder begeleiding, inzet en hulpvan velen
Pieter van 't Veer. Je enthousiasme en nimmer falende vertrouwen in het belang van
deze studies werkten zeer stimulerend. Ik heb ontzettend veel van je geleerd en heb erg
genoten van onze velediscussies over de colorectale carcinogenese. Bedankt!
Ellen Kampman. Als iemand mij tot voorbeeld is geweest ben jij het! Dank voor je
continue betrokkenheid bij mijn promotieonderzoek. Bijjou kon ik ook altijd terecht met
alle frustaties klein of groot, en voor een lekkere discussie over wetenschappers,
"politiek", en de positie van vrouwen binnen de universiteit.
Frans Kok.Jij was degene die mijn enthousiasme voor de kankerepidemiologie "oppikte"
en mij de mogelijkheid bood om tijdens een afstudeervak een onderzoeksvoorstel te
schrijven

datwas het begin!

Fokko Nagengastwil ik graagbedanken voor de mogelijkheid om de studie naar poliepen
bij sporadische en HNPCC patienten grotendeels in het Radboudziekenhuis uit te
voeren. Fokko, bedankt ook voor je inzet in de laatste fase. Zonder de inzet van Marina
Crubben hadden we de poliepenstudie nooit op deze manier uit kunnen voeren. Marina,
dank je wel voor alle energie en tijd die je in de studie hebt gestoken, tussen de
bedrijven van je eigen promotie-onderzoek en je taken in het ziekenhuis door. Ook wi!
ik graag alle andere artsen in het Academisch Ziekenhuis Nijmegen bedanken, die
hebben meegewerkt aan de werving van deelnemers voor deze studie. Maria en Jose
bedankt voor het prikken van vele bloedjes en vetbiopten! Tine, bedankt voor je hulp bij
hetzoeken naar statussen en hetwegwijs maken in het computersysteem.
Hans Vasen, bedankt voor het beschikbaar stellen van de HNPCC-registratie van de
Stichting Opsporing Erfelijke Tumoren. Mary Velthuizen, dank je wel voor structuur in de
administratie van de werving envoor aldie telefoontjes met potentiele deelnemers. Alice,
Marianne, Mary G. en de andere medewerkers van de STOET, ook jullie bedankt voor
alle hulp en het gebruik van jullie bureau's, PC's, en bedankt voor het gevoel dat ik
welkom was. Cerrit Griffioen, Jan Kleibeuker, Fred Menko, Babs Taal en andere artsen:
bedankt voor de medewerking bij hetwerven van deelnemers voor het onderzoek.
Bovenal ben ik natuurlijk dank verschuldigd aan alle deelnemers van de studies
beschreven in dit proefschrift!!!

Patty, Karin, en Elly, ik wil jullie van harte bedanken voor vele ritten heen en weer naar
Nijmegen, opgewerkte bloedjes, samengestelde pakketjes en ingevoerde vragenlijsten:
Geen onderzoek zonder goede assistenten!Jacquesen Siegfried, bedankt voor een plekje
op het lab en altijd de bereidheid om een handje te helpen. Bedankt ook Pieter Versloot,

149

Dankwoord

voor de analyses van de vetbiopten, en Annelies voor de NAT2 genotyperingen, ook al
staan ze niet beschreven in dit proefschrift. Dirk en Ben bedankt voor alle computerhulp.
Dirk, zonder jou had ik het proefschrift nooit uit de printer gekregen!
Coos van Muijen, Annemieke van Kraats en Winnie van Geloof, bedankt voor het
analyseren van al die paraffine blokjes en het bespreken van de resultaten. Annemieke,
bedankt voor het begeleiden van mijn eerstestappen op PCR-gebied.
Linda, Margreet, Mariken, Elleny, Rik, Monica, Liselotte, Mieke, Rachel en Ebelien,
bedankt voor de inzet tijdens jullie afstudeervakken die direct of indirect met mijn
promotieonderzoekte maken hadden.
Katarina Augustsson and Gunnar Steineck. Thanks for a good time at the Karolinska
Institute in Stockholm; our discussions were very inspiringto me.
Sandra Bausch en Hennie Brants bedankt voor de samenwerking bij het ontwikkelen van
de vleesvragenlijst. Sandra jouw bijdrage aan de "colon kanker artikelen" heb ik
gewaardeerd, bedankt voor hetsteedssnelterugsturen van manuscripten!
Marga Ocke en LindaGrievink, bedankt voor jullie hulp bij hetverwerken van de voedsel
frequentievragenlijsten.
De tijd op de Dreijenborch was gezellig! Erik, bedankt voor het delen van een kamer, en
alle andere collega's van de "oude vakgroep" voor gezelligheid tijdens de pauzes. De
vrijdagavondjes in Loburgwaren een goede afsluiter van deweek in Wageningen.
John Snowers, ook bedankt voor kletspraat, roddels en alle oppeppers in de laatste
schrijffase van dit proefschrift. Edine, bedankt voor je geduld, het is vast niet makkelijk
om een kamer te delen met zo'n chaoot en computerleek. Bedankt dat je de boel
draaiende hield toen ik "gewond" thuis zat. Ik ben blij dat je me bij gaat staan tijdens de

laatste fase!
Duikteam Amsterdam bedankt voor vele late en vroege uurtjes, altijd wel iemand bereid
om mee in het IJ-glas te duiken: bedankt! Mignon, bedankt voor je hulp bij de lay-out,
ook in de soms bijna nachtelijke uren! Caroline, die laatste volledige check-up van het
Engels bleek geen verspilde moeite, Thanks! Mariska, je zei al "Ja!" voordat je goed en
wel wist wat het inhield, hartstikke leuk datje paranimf wilt zijn!
Pap, Mam, Lydia, Nanja en Fred. Bedankt voor de hulp, de bezorgdheid en het geduld:
ikzal nu eindelijk weer wat meer tijd voor jullie maken!!
Dee Double You Voskuil did it! Han,je wasgewaarschuwd,deze laatste regel isvoor jou!
Halverwege mijn promotieonderzoek was je er opeens, en ik heb je gelukkig niet meer
laten gaan. Bedankt voor je steun, alle oppeppers, die mooie werkplek, de pauzes, enz.
Ik heb het al vele malen gezegd, en ik doe het nog maar een keen Ik ben blij dat je er
bent!!!

150

Abouttheauthor

ABOUT THE AUTHOR

Dorien (Dorothea Wilhelmina) Voskuil was born in Velsen, The Netherlands, on
September 22nd, 1967. In 1988 she completed secondary school (Jan Arentsz and
Cornells Drebbel college, Alkmaar), after a working holiday of 10 months in Australia.
From 1988 to 1992 she studied Nutrition and Dietetics at the College of Advanced
Education in Amsterdam. After graduating she continued her studies in Human Nutrition
at the Wageningen Agricultural University. Her majors were in Nutrition and
Epidemiology. Shegraduated in November 1994.
In December 1994 she started her PhD-project at the Department of Epidemiology and
Public Health (later the Division of Human Nutrition and Epidemiology) of the
Wageningen Agricultural University. Sheattended the Annual New England Epidemiology
Summer Program, in Boston, U.S.A. in the summer of 1996. She spend two months
working at the Department of Cancer Epidemiology, Karolinska Institute, Stockholm,
Sweden, in the autumn of 1996. She was a member of the PhD-board of the graduate
school Food Technology, Agrobiotechnology, Nutrition and Health Science (VLAG), and
participated in organizing atwo-week study-tour for the PhD-students from the Division
of Human Nutrition and Epidemiology, to several institutes in Scandinavia.
Shewas recently awarded an Epidemiology Fellowship bythe Dutch Cancer Society for 2
years. In the Netherlands and abroad she will focus on the design, conduct and analysis
of dietary intervention studieswhich incorporate intermediate biomarkers of cancer risk.

151

