507 - Funetional genomics of plant parasitic nematodes (COST Nemagenics)

S02-T3

A novel potatn cyst nematode effector displays polymorphism linked to nematode (a)virulence and
interfores with plant defense

Finkers-Tomczak, A Overmars, He, Prins, P Slootwez, Eo Bakker, ) Goverse, A Smanl, G

Wageningen Lniversity and Research Cenrre, Plant Scivnce Group, Laboratory of Nematology, Dioevendaalsesrces |, 6708 TH
Wareningen, The Metherluods

The esonhageal glands of the potato evst nematode G, rosfuchiensis are thought to be a major source for nematode
elleeans in plant parasitism. Nematode effectors are delivered inlo host cells through the oral stylet, what leads to the
formativn of @ complex multicellular feeding site, Potato plants earrying A7 resislance gene specifically recognize the
effectors of & rostockiensis patholype Ral, Diseasc signalling, which is activated by the A/ mene, resulls inisolation of
the feeding site in 1s carly stage by ring ol neerotic colls. We believe that an ellTecior seereted by the esophageal plamds
of the nematode triggers such a strong and quick resistance rusponse, Twe lines of (0 rosfockiensis differing in their (1)
virnlence on Hl-carrying potato were selected from single fomale crossings. Proteome and transeriptome analysis of
botl Tines indicale prosence of less than 2% polymorphisms, Our current study aims 1o identity these dilferences within
the seeretome of the virulent amd avirulent nematode line ¢arly in the parasitic development. We constructed a ¢CDNA
libeary fram the avirulent line o G rostocdiensis isolated from the susceptible potato rools 11 days post inoculation.
Single run sequencing of 4000 clones generaled o sct ol ESTs, which were clustered and vanslated into peptides in sifico.
In total 74 ESTs were predicted o encode a signal peplide for seerction. The clones, from which the ESTs originaled.
were fully sequenced. Primers designed on the predicred open reading lames were used for PCR amplifications on
senvinic and DN A Gl Toth the virulent and avirulent line, Polymorphic amplivons are explored by studying difTerences
on the population level, nematode in sine hybridization, in plasea localization and subeloning o underlying genes nto
plant expression vectors for funelional studics.



