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Aim: to identify Quantitative Trait Loci (QTL) for long chain milk fatty acids.
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Conclusions

Significant QTL (Pgenomenise<0.05) for long-chain fatty acids were detected on BTA14, 15 and 16.
Pre-correction for the DGAT1 K232A mutation eliminated the QTL at BTA14, suggesting that this mutation is

responsible for the QTL on BTA14.
The identification of QTL for long chain fatty acids, and in particular for C18:1 frans fatty acids, strongly
supports the hypothesis of a genetic component for these fatty acids.
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