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BH_ 
adjusted P value log fold change 

within vancomycine 
log fold change 
within placebo 

1.46E-02 1.91E-03 1.62262964 -0.036098988 

4.57E-02 1.09E-02 1.52679587 -0.338380905 

1.52E-02 2.35E-03 1.4508797 0.075849958 

6.98E-05 5.37E-07 -1.39338187 -0.026993041 

2.96E-03 1.25E-04 1.33243286 -0.114103865 

1.20E-02 1.29E-03 1.25172537 -0.051553 

1.07E-02 1.07E-03 1.19017372 -0.144882415 

9.21E-03 8.50E-04 1.14016546 -0.267960043 

1.51E-02 2.21E-03 1.103251 -0.158269081 

2.73E-02 4.83E-03 1.08875593 -0.225845465 

4.03E-02 9.31E-03 1.05973413 -0.123118158 

9.45E-04 2.91E-05 -0.99977749 0.008042942 

1.44E-02 1.77E-03 0.91030989 -0.036075241 

3.30E-02 7.11E-03 -0.85859596 -0.132395735 

3.21E-02 6.66E-03 0.82835965 -0.156871014 

1.92E-02 3.15E-03 -0.8215981 -0.144113787 

7.84E-04 1.81E-05 -0.8001288 -0.016009582 

6.70E-03 4.64E-04 -0.79077723 -0.086406762 

3.21E-02 6.43E-03 0.78609501 -0.130157333 

3.21E-02 6.48E-03 -0.76953625 -0.145197198 

1.47E-02 2.04E-03 0.66699492 -0.054689642 

3.21E-02 6.35E-03 -0.54038979 -0.096457386 

2.96E-03 1.37E-04 -0.49661041 -0.135840177 

4.99E-02 1.23E-02 -0.3206781 0.003000548 

7.84E-04 1.72E-05 0.30211314 -0.045063251 

3.56E-02 7.93E-03 -0.28758184 -0.020381399 

5.00E-03 3.07E-04 -0.26460033 -0.082852343 

1.27E-02 1.47E-03 0.18320543 -0.092371693 

7.26E-03 6.14E-04 0.15800988 -0.079697689 

1.92E-02 3.25E-03 -0.06422419 -0.034350517 

3.79E-03 2.04E-04 0.02943863 0.005546336 

Table S  (related to Figure 1). Significantly different microbial taxa after 7 days intervention with vancomycin and 
placebo in feces using linear mixed models 

Coprococcus eutactus et rel.  
Ruminococcus bromii et rel.  
Faecalibacterium prausnitzii et rel. 
Lactobacillus plantarum et rel.  
Eubacterium hallii et rel.  
Ruminococcus obeum et rel.  
Lachnospira pectinoschiza et rel.  
Clostridium cellulosi et rel.  
Clostridium nexile et rel.  
Anaerostipes caccae et rel.  
Dorea formicigenerans et rel.  
Veillonella 
Clostridium sphenoides et rel.  
Serratia 
Papillibacter cinnamivorans et rel.  
Klebisiella pneumoniae et rel.  
Megasphaera elsdenii et rel.  
Escherichia coli et rel.  
Lachnobacillus bovis et rel.  
Enterobacter aerogenes et rel.  
Anaerovorax odorimutans et rel.  
Sutterella wadsworthia et rel.  
Granulicatella 
Lactobacillus salivarius et rel.  
Collinsella 
Eubacterium cylindroides et rel.  
Clostridium difficile et rel.  
Bifidobacterium 
Eggerthella lenta et rel.  
Aerococcus 
Atopobium 
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